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(FE] B KT k43 % 2 RNAUncRNA)RUNXI-ITI 2 miR-195 42 3 /> 28 f Ak 5% (NSCLC) 28 27
P REREENL, Fik KE2017TH5AZ2009%55 ATARXE=ZRFTFERELT KL% 106 4
NSCLC # %% NSCLC AR B J5 F R, 2 =0t % K £ F PCR(qPCR) # M IncRNA RUNXI-IT1 #= miR-195
FAKF SHELSERBREFERTRGH X, R L5HEFALRILE.NSCLC AR IncRNA RUNXI-ITI1
F X RKFR RIS (3.6520.33 vs. 1.0440.09),miR-195 & & K -F 8 B BEAK (0. 461+0.05 vs. 1.06£0.11),
E2F A% FENL(P<0.05), IncRNA RUNXI-IT] & &2 8% F AR #4569, 49% vs. 29.79%) .,
TNM 5 #1% l ~N#1(72.88% vs. 51.06%) &P 54 (50.85% wvs. 27.66%) etk HIBA B 5 Tk AL B &
(P<C0.05);miR-195 1k & & B H P HME L4 (74. 14% vs. 25.00%) . TNM 5484 [ ~ 1V #(86.21% wvs.
35.42%) Ak-d 54 (56.90% wvs. 20.83%) 69 A R 3 T & &L EH(P<T0.05), IncRNA RUNXI-ITI &
REBH2FEAAEA 35.60%(21/59) AKX BFH 3FEEARAED 64.40%(38/47);miR-195 FH Ak & &
SHERABFEA68.7T5%(33/48) M AL BH 3 FEAAREH31.25%(15/58), A EF Cox @B HLERRE
TLoAME L EMSE (HR =2.216,95% CI:1. 614~4.037) ., TNM 52 Al ~N#H(HR =1.627,95%CI ;
1.369~3.162) f&- % 54 (HR =1. 948,95 % CI : 1. 572~4. 712) .IncRNA RUNXI-IT1 % % 4 (HR =3. 087,
95%CI ;1. 228~4.086) .miR-195 1k & X (HR =3.227,95%CI : 1. 936~6. 641) 52 NSCLC & % /5 t4 3% L &
B E&E(P<0.05), it IncRNA RUNXI-ITI & 4 ik .miR-195 {1k & A i = NSCLC & F MG & £,
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Expression and clinical significance of IncRNA RUNXI-IT1
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[Abstract] Objective To investigate the expression and significance of long noncoding RNA (IncRNA)
RUNXI-IT1 and miR-195 in non-small cell lung cancer (NSCLC). Methods NSCLC tissues and adjacent tis-
sues of 106 NSCLC patients who received surgical treatment in one of class A tertiary hospital from May 2017
to May 2019 were collected,and the expression levels of IncRNA RUNXI-IT1 and miR-195 were detected by
real-time quantitative fluorescent PCR (qPCR) ,and its relationship with clinicopathological features and prog-
nosis was analyzed. Results Compared with paracancerous tissue, the expression level of IncRNA RUNXI-
IT1 in NSCLC tissues was significantly increased (3. 654-0. 33 vs. 1.04+0.09),while the expression level of
miR-195 was significantly decreased (0.46=+0.05 vs. 1.06%0. 11). The difference was statistically significant
(P<C0.05). The proportion of patients with high expression of IncRNA RUNXI1-IT1 had lymph node metas-
tasis (69.49% wvs. 29.79%), TNM stage lll —IV (72.88% wvs. 51.06%),and low-moderate differentiation
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(50.85% ws. 27.66%) were significantly higher than those with low expression (P<C0. 05); The proportion
of patients with low expression of miR-195 with lymph node metastasis (74. 14 % wvs. 25.00%), TNM stage
MM—1V (86.21% ws. 35.42%),and low-moderate differentiation (56. 90% wvs. 20. 83%) was significantly
higher than those with high expression of miR-195 (P <C0. 05). The 2-year overall survival rate was 35. 60%
(21/59) in patients with high expression of IncRNA RUNXI1-IT1,and 64. 40% (38/47) in patients with low
expression. The 3-year overall survival rate was 68. 75% (33/48) in patients with high miR-195 expression and
31.25%(15/58) in patients with low miR-195 expression. Multivariate Cox regression analysis showed that
there were lymph node metastasis (HR =2.216,95%CI:1.614—4. 037), TNM stage [ —IV (HR=1. 627,
95%CI:1.369—3.162) ,low-moderate differentiation (HR =1, 948,95%CI :1. 572—4. 712) , high expression
of IncRNA RUNXI1-IT1 (HR=3.087,95%CI :1. 228—4. 086) ,low expression of miR-195 (HR =3.227,95%
CI:1.936—6.641) were independent risk factors for prognosis in NSCLC patients (P <C0. 05). Conclusion

High expression of IncRNA RUNXI1-IT1 and low expression of miR-195 predict poor prognosis in NSCLC pa-

tients.
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