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[ Abstract] Objective To analyze the expression and correlation of SPOCK1 and MMPs in colorectal
cancer tissues. Methods The SPOCKI1 related MMPs was mined by using the TIMER2. 0 and GEPIA data-
bases. The 70 cases of colorectal carcinoma tissue and corresponding normal tissue were collected. The expres-
sions of SPOCKI1 and related MMPs in colorectal cancer tissues were detected by immunohistochemistry, the
correlation was analyzed and their clinicopathological value was evaluated. Results  The expression of
SPOCKI1 in colorectal cancer tissues was significantly higher than that in normal tissues (P <Z0. 001). The da-
tabase determined that the MMP11 and MMP9 expressions in colorectal carcinoma tissue were most closely
related to SPOCKI1. The expressions of MMP11 and MMP9 in cancer tissues were significantly higher than
those in normal tissues (P<C0. 001),and there was a correlation among SPOCKI1, MMP11 and MMP9. The
expression of SPOCK1 was correlated with the lymph node metastasis and TNM stage (P <C0.05). The
MMP11 expression was correlated with the tumor diameter, lymph node metastasis and TNM stage (P<<
0.05). The MMP9 expression was correlated with lymph node metastasis, TNM stage and tumor differentia-
tion (P <C0. 05). The three positive was correlated with the tumor diameter,differentiation degree,lymph node
metastasis and TNM stage of colorectal cancer. Conclusion The combined detection of SPOCK1,MMPI11 and
MMP9 has the guiding values for clinicopathological features of the patients with colorectal cancer.
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