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[ Abstract] Objective To investigate the expression and clinical significance of serine protease inhibitor
A1l (SERPINAD) in hepatocellular carcinoma (HCC) tissues. Methods Seventy-eight cases of HCC excision
were selected. The expression of SERPINA1 mRNA and protein in carcinoma and corresponding paracancer-
ous tissues was detected by using real-time PCR and Western blot respectively. The immunohistochemical a-
nalysis was used to detect the expression of SERPINA1 in HCC tissues,and the HCC patients were divided in-
to the SERPINAI high expression group and SERPINA1 low expression group according to the expression level
of SERPINAI in HCC tissues. The relationship between the expressions of SERPINA1 with metastasis and clinical
characteristics of HCC was analyzed. The RNA interference technique was adopted to interfere the SERPINAI expres-
sion in HCC hepG2 cells. The Transwell invasion assay was used to detect the effect of SERPINAI on the invasion a-
bility of HCC cells. The expression of epithelial-mesenehymaltransition (EMT) associated markers E-cadherin, N-cad-
herin and MMP-9 in HCC cells was detected by using Western blot analysis. Results The mRNA and protein ex-
pressions of SERPINAT in HCC tissues were significantly higher than that in paracancerous tissues (¢t =4. 872,

x  EEDIB.) 79 HRREIE T FIHE (2017]JJA10583) 57 P4 [ Profk B B5 Be A e R B (B2 5[ 2021733 5) 32019 4E T 75 H & 245 K 2E 5]
PR IE s 3 40 H (2019BS042) . YEH B RS (1983 — ), FATH VA L 11, 32 2 N P9 19 & 9 WL A 5%



78 FAEF202F1A%525% 1M

5.811,P <C0. 05). The positive expression rate of SERPINA1 in HCC tissues was significantly higher than
that in paracancerous tissues (X*=5. 03, P <C0. 05). The positive expression of SERPINAI was related with
the TNM type, pathological classification and vascular invasion (P <C0. 05). The 5-year accumulate survival
rate of the HCC patients in the high SERPINA1 expression group was lower than that in the low expression
group (X*=5.899,P<C0.05). The 5-year accumulate tumor recurrence rate in the SERPINA1 high expression
group was higher than that in the SERPINAI low expression group (X*=7.305,P<C0.01). After SERPINA1
expression was silenced in HepG2 cells, the number of cells passing through the basement membrane of Tran-
swell chamber was reduced compared with the control group and Mock group, the expression of epithelial
marker E-cadherin in the SERPINA1 knockdown group was increased, while the expression of N-cadherin and
The expression of SERPINAT1 is related with invasion, metastasis and

MMP-9 was decreased. Conclusion

prognosis of HCC,which may be the new target spot for preventing HCC metastasis and conducting early in-

tervention.

[Key words] hepatocellular carcinomaj; serine protease inhibitor Al;epithelial-mesenehymal transition;

metastasis; prognosis
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