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[Abstract] Objective To investigate the effect of Anwei Decoction on m6A methylation-related recog-
nition protein YTH domain N6-methyladenine RNA-binding protein 1 (YTHDF1) and YTH domain N6-
methyladenine RNA-binding protein 2 (YTHDF2) expression in chronic atrophic gastritis (CAG) rats. Meth-
ods The rat model of CAG was established by sodium deoxycholate and ammonia water combined with hun-
ger and satiety disorder diet control method. After successfully modeling,the rats were randomly divided into
the negative control group, Anwei Decoction high, middle and low doses groups and positive control group.
The normal group was fed normally. The Anwei Decoction high, middle and low doses groups were given the
drug amounts of 20.6 g/kg,10. 3 g/kg,5. 15 g/kg respectively. The positive control group was given Weifu-
chun suspension by a dose of 4. 43 g/kg,and the normal group and negative control group were given the same
volume of distilled water. The HE staining was used to observe the pathological changes of rat gastric tissue,
the real-time fluorescence quantitative PCR (qRT-PCR) was used to detect the mRNA expression of YTH-
DF1 and YTHDF2,and Western blot was used to detect the protein expression of YTHDF1 and YTHDF2.
Results Compared with the normal group,the expression levels of YTHDF1,YTHDF2 mRNA and protein in
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the gastric tissue of the negative control group were significantly increased (P <C0. 05),and the gastric tissue

of the rats had inflammatory changes;compared with the negative control group,the expressions of YTHDF1
and YTHDF2 mRNA and protein in the high dose group were significantly decreased (P<C0. 05) ,and the his-

topathology lesions of the rat stomach was improved.,and the change of each index was dependent on the dose

of Anwei Decoction. Conclusion Anwei Decoction could repair the gastric mucosal injury in rats with CAG,

improve the gastric function,and inhibit the pathological progression of CAG,which may be related to regulate

the expression levels of YTHDF1 and YTHDEF2.

[Key words] Anwei Decoction;chronic atrophic gastritis; YTH domain N6-methyladenine RNA-binding
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