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Identification of gene mutation sites associated with respiratory inhibition induced

by hydromorphone hydrochloride analgesia by total exon sequencing
LI Ni . ZHANG Yuanyuan ,YANG Xiaoying sWANG Zhenglin®
(Department of Oncology ,Jiulong po District People’s Hospital sChongqing 400050 ,China)
[ Abstract] Objective
hydromorphone hydrochloride analgesia. Methods

To explore the gene mutation sites associated with respiratory inhibition after
Case-control study was performed. Ten cancer patients
were selected as the subjects of the study,they were given hydromorphone hydrochloride analgesia,and the re-
spiratory inhibition was recorded. Whole exon sequencing (WES ) was used to detect gene mutation sites. Re-
sults Among the 10 patients,4 patients had respiratory inhibition after hydromorphone hydrochloride analge-
sia. The results of WES showed that 5 871 gene variants were detected simultaneously in the 4 positive cases,
including 5 570 single nucleotide polymorphisms (SNPs) and 301 small fragment insertions or deletions (In-
dels). SNPs and Indels in 6 negative cases were deducted, and 5 SNPs (rs6780995, rs17136118, rs1048445,
rs12931472 and rs72981971) that may be closely related to the respiratory inhibition after hydromorphone
hydrochloride analgesia were finally obtained. Conclusion Five SNPs that may be associated with respiratory
inhibition after hydromorphone hydrochloride analgesia were successfully identified,and further study is nee-
ded to confirm their clinical significance.
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