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[Abstract] Gastric cancer is one of the major malignant tumors affecting public health. Its high morbidi-
ty and mortality seriously affect the physical and mental health of citizens. Early detection,early prevention,
and early treatment have become public strategies for the prevention and treatment of gastric cancer world-
wide. The occurrence and development of gastric cancer is the result of the interaction of various environmen-
tal and genetic factors,among which long non-coding RNA (IncRNA) play an important role. Studies have
found that there are a large number of disease-related single nucleotide polymorphisms in IncRNA genes,
which can increase the risk of tumorigenesis by affecting the genetic susceptibility of cancer. The chromosome
8q24. 21 region is not only the locus of many IncRNA, but also a research hotspot of tumor gene polymor-
phisms in recent years. A large number of studies have shown that 8q24. 21 IncRNA is highly expressed in va-
rious tumors such as gastric cancer,liver cancer,colorectal cancer and so on,and is involved in the occurrence
and development of tumors. This article intends to combine relevant domestic and foreign studies to summa-

rize the IncRNA gene polymorphism in the 8q24. 21 region and the genetic susceptibility of gastric cancer,
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which will lay a certain theoretical basis for the screening and prevention of high-risk population of gastric

cancer.

[ Key words] gastric cancer;long non-coding RNA j;single nucleotide polymorphisms;chromosome 8q24.

21 region;susceptibility;review
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