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[Abstract] Objective To analyze the association between the HLA-DRA rs3129882 polymorphism and
Parkinson’ s disease (PD). Methods The English literatures on the relationship between HLA-DRA
rs3129882 polymorphism and PD were retrieved from the MEDLINE database and Google Scholar,and the da-
ta were extracted. The retrieval time was from the database establishment to December 2020. The odds ratio
(OR) and 95% confidence interval (CI) were calculated and the association degree was assessed. Results
Twenty-eight studies were finally included,involving 74 715 subjects (24 269 cases of PD and 50 446 healthy
controls) ,among them,63 778 subjects (19 509 cases of PD and 44 269 healthy controls) were Caucasian and
10 937 subjects were Asian(4 760 cases of PD and 6 177 healthy controls). Caucasian HLA-DRA rs3129882 lo-
cus polymorphism was significantly correlated with PD (OR=1.04,95%CI:1.01—1.08,P =0. 005) ; Asian
HLA-DRA rs3129882 variation had no correlation with PD (OR =0. 99,95%CI:0.87—1.12,P=0.82). Con-
clusion The HLA-DRA rs3129882 locus mutation has the race difference in PD onset. HLA-DRA rs3129882
is the susceptible mutation site for Caucasians rather than Asians.
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