EAEF 202259 AF51 K5 17TH 2881

Ay -+
O = doi:10. 3969/j. issn. 1671-8348. 2022. 17. 001
MK E % https://kns. cnki. net/kems/detail/50. 1097. R. 20220421, 1049. 004. html(2022-04-21)

miR-429 $B[E FSTL1 & E Xf /N0 B il 28 £ 0 F Th s RS2 Wi

e, ML REXR,BEEN,L HE
(REZFEHRFEERTEAH, X E 300041)

HE] Br #Hit# RNA(miR)-429 fe@q dpiendp A& G 1(FSTL1) & B %t 4F <)~ 4m o A 9% 4 40 5 o 4k
WRom, FiE KL 2020 F 1 A £ 2021 6 A TZEATHKGEIR KRG 60 4] HE s 2 0Bk 55 B F IF 5 048 e
LR, E AR E F PCR &M miR-429 69 & ik ;3 B 4028 miR-429 R A K-FIRFE PALH ERITHH,. 0 A
miR-429 & &k fe miR-429 KR X & &, oA L 6 RAF ARG Hh 0L, JF ik H1299 M e, 5 4 *F B 4 . miR-
429 NC #1 ,miR-429 mimics 28, X # pcDNA3. 1-con #= pcDNA-FSTL1 % # 46 # £ & & & miR-429 # H1299
e, 4% 4 miR-429 mimics+pcDNA3. 1 285+ miR-429 mimics+pcDNA-FSTL1 48, Transwell # | 48 féL42
%, IR IR S I g AT AS , M Sk E BRIk S £ ] miR-429 A2 FSTL1 AR @£ 2, £R ki@
e B 40 4% F miR-429 A8t & ik K P BAK TR F L, A sm A AR R e e 2 SPCA1,A549,H460,H1299 +
miR-429 A8 3+ & ik K F 8 BAK T EF A £ 2% £k fe BESA-2B(P <C0.05), miR-429 & k Xk fofk Rk X & &
B RK N R B TNM 58 E, 2 F A %5 &L (P<<0.05), A miR-429 & &k ik &% 4 4 £ 9 24k
TAREX & F ., miR-429 mimics 8 H1299 Wiz £ &4 R AL T A B A F miR-429 NC 48, miR-429
mimics+ pcDNA-FSTL1 4 H1299 g2 2 X A& 4 £ £ & T miR-429 mimics 44 (P <<0. 05),
% miR429 @it ¥ed FSTL1I AR A D mielfi B iz 2 T4,

[EA] % RNA429; 90 Z2A4F G ;D@ UG 42 & i 4

[FEZESES] R734.2 [X#itRiZE] A [XEHS] 1671-8348(2022)17-2881-06

Effect of miR-429 targeting FSTL1 gene on prognosis and biological

function of non-small cell lung cancer”
GUO Xugiong ,L.I Shuo ,ZHAO Haiyan , HONG Yunchuan ,MA Hui

(Department of Respiratory,Tianjin Medical University General Hospital , Tianjin 300041,China)

[Abstract] Objective To investigate the effect of microRNA (miR)-429 targeting follistatin-like pro-
tein 1 (FSTL1) gene on the prognosis and biological function of non-small cell lung cancer (NSCLC).
Methods A total of 60 cases of tumor tissue and para-cancer tissue from patients with NSCLC who under-
went radical resection in the hospital from January 2020 to June 2021 were collected. The expression of miR-
429 was detected by quantitative real-time PCR. According to the expression of miR-429,the patients were di-
vided into high expression and low expression by median. The clinical characteristics and prognosis of the pa-
tients were analyzed. H1299 cells were screened and divided into the control group,the miR-429 NC group and
the miR-429 mimics group. PcDNA 3. 1-con and pcDNA-FSTL1 were transfected into H1299 cells overex-
pressing miR-429, which were miR-429 mimics + pcDNA 3. 1 group and miR-429 mimics + pcDNA-FSTL1
group,respectively. Transwell assay detected cell invasion,cell scratch assay detected cell migration,and doub-
le luciferase reporting assay detected the targeting relationship between miR-429 and FSTLI1 gene.
Results The relative expression of miR-429 in NSCLC tissues was significantly lower than that in adjacent
tissues,and the expression of miR-429 in NSCLC cell lines SPCA1,A549,H460 and H1299 were significantly
lower than that in normal lung bronchial epithelial cell BESA-2B (P <C0. 05). There were significant differ-
ences in tumor size,lymph node metastasis and TNM stage between miR-429 high expression and low expres-
sion patients (P<Z0. 05) ,and the survival rate of the patients with miR-429 high expression was significantly
better than that of the patients with miR-429 low expression. The invasion number and healing ability of H1299
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cells in the miR-429 mimics group was significantly lower than that in the control group and the miR-429 NC
group,while the invasion number and healing ability of H1299 cells in the miR-429 mimics+ pcDNA FSTL1

group were significantly higher than those in the miR-429 mimics group (P <Z0. 05). Conclusion

MiR-429

regulates the invasion and migration of NSCLC by targeting FSTL1 gene.
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