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Research on classification of chromosome karyotypes

by using artificial intelligence image recognition technology "
DING Xiaoyan sSHEN Mengjie LI Lan,J]ING Pengwei s HUANG Guoning ,YE Hong®
(Chongqing Municipal Key Laboratory of Human Embryo Engineering /Chongqing Municipal Clinical
Research Center for Reproductive Medicine/Chongqging Municipal Maternal and Child
Health Care Hospital ,Chongging 400013,China)
To investigate the feasibility of using artificial intelligence image recognition
A total of 1 652 labeled human chro-

mosome images were divided into three groups:1 000 cases were used to train the deep neural network, 300 ca-

[ Abstract |

technology to recognize the human chromosome karyotypes. Methods

Objective

ses were used to test the convergence effect of the neural network,and 352 cases were used to verify the time
and accuracy rate needed by classification of the trained neural network after training. Results The recognition
rate of the artificial intelligence deep neural network on the randomly distributed chromosomes reached 96. 0% , the
recognition time was short, the needing time had statistical difference compared with the automatic chromosome analy-
zer (P<C0.05) ,while the accuracy rate had no statistical difference(P>>0. 05). Conclusion The deep neural network
can rapidly identify the human chromosome karyotypes with high accuracy rate.
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