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[ Abstract] Objective To analyze the prognostic factors of childhood neuroblastoma without MYCN
gene amplification,and to construct and evaluate the nomogram prognostic model. Methods A total of 596 ca-
ses of childhood neuroblastoma without MYCN gene amplification obtained from the TARGET database in
US National Cancer Institute during 1986 —2012 were retrospectively analyzed. They were randomly divided
into the modeling group and validation group according to 7 : 3. The independent prognostic factors were
screened by the LASSO regression, univariate and multivariate Cox regression analysis, and the nomogram
model for predicting the overall survival rate (OS) of 3 and 5 years was constructed. The area under the curve
(AUC) and C-index were calculated by drawing the receiver operating characteristic (ROC) curve to evaluate
the model discrimination,and the consistency of the model was evaluated by drawing the calibration curve. Re-
sults The LASSO regression screened the three prognostic factors:age, DNA ploidy and INSS stage system.
The univariate and multivariate Cox regression further confirmed that the three factors were the independent
prognostic factors. Based on these prognostic factors,a nomogram model for predicting 3-year and 5-year OS
was constructed. The C-index of nomogram in the modeling group and validation group were 0. 755 and 0. 732
respectively. The ROC curve showed that AUC of nomogram in predicting the 3-year and 5-year OS in the
modeling group were 0. 780 and 0. 806 respectively,and which in the validation group were 0. 756 and 0. 777

respectively. The calibration curve showed that the 3-year and 5-year overall survival rate predicted by the model
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was in good agreement with the actual survival rate. Conclusion Age,DNA ploidy and stage are the independ-

ent prognostic factors of childhood neuroblastoma without MYCN gene amplification. The nomogram model

has good discrimination and consistency,and could accurately predict the prognosis of children patients.
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