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Research progress of long non-coding RNA in development,

metastasis and recurrence of hepatocellular carcinoma”
LIU Rui ,LIU Tao”
(National Health Commission’s Key Laboratory of Critical Care Medicine ,
Tianjin First Central Hospital , Tianjin 300192 ,China)

[ Abstract | Hepatocellular carcinoma (HCC) is one of the most common, malignant and aggressive
tumors,its metastasis rate and recurrence rate are high, moreover due to lack of the highly specific and sensi-
tive detection system and appropriate therapeutic targets,the overall survival rate of the patients with HCC is
low. Therefore,it is becoming increasingly important to elucidate the potential molecular mechanisms involved
in HCC development, metastasis and recurrence. The long non-coding RNA (IncRNA) is a class of non-coding
RNA transcripts with a length of more than 200 nucleotides and plays an important regulatory roles in multi-
ple biological processes of proliferation,apoptosis,invasion, metastasis and epithelial-mesenchymal transition
of HCC cells. Thus,IncRNA is promising as a new diagnostic marker, prognostic marker and treatment target
of HCC. This article reviews how IncRNA affects the occurrence, development, metastasis and recurrence of
HCC by the interaction of epigenetic,transcriptional and post-transcriptional levels with chromatin, RNA and
proteins in order to provide new therapeutic targets and ideas of prevention and treatment for early interven-
tion and personalized treatment of HCC.
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