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[Abstract] The distal-homeobox (DIx) gene belongs to a member of the homogenous box gene family
and plays an important regulatory roles in various aspects of vertebrate biology,including the control of limb
formation, differentiation of neuronal subgroups and various functions associated with the neural crest. Nu-
merous studies have shown that the DIx genes can play a crucial role in the development of the mandible and
maxilla, palate and teeth by regulating the processes of odontogenesis and osteogenesis. This paper reviews the
latest research progress on the regulatory role and mechanism of Dlx gene family on maxillofacial development
in order to provide the new ideas for the research on tissue engineering regeneration in stomatological medicine
domain.
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