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Effects of miRNA-185-5p on malignant biological behaviors of non-small
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[Abstract] Objective To investigate the effects of microRNA (miRNA)-185-5p on the proliferation,in-
vasion,apoptosis and epithelial-mesenchymal transition of non-small cell lung cancer (NSCLC) cell line
(A549) by regulating tyrosine 3/tryptophan 5-mono-oxygenase activator protein (YWHAZ) expression.
Methods The GSE152702 dataset was obtained to identify differentially expressed miRNAs between the
blood of NSCLC patients and the blood of normal person. The cancer tissues and paracancerous tissues of the
patients with difinitely diagnosed NSCLC in this hospital from July 2018 to September 2019 were collected.
The expression of miRNA-185-5p in NSCLC cancer tissues and cell lines was detected by RT-gPCR. miRNA-NC,
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miRNA-185-5p mimics, miRNA-185-5p inhibitors and miRNA-185-5p mimics + pcDNA3. 0-YWHAZ were
transfected into NSCLC A549 cells,respectively. The Transwell assay was used to detect the invasion ability
of A549 cells,the CCK-8 assay was used to detect the proliferation ability of A549 cells,and the TUNEL assay
was used to detect the apoptosis rate of A549 cells in each group. The Western blot assay was used to detect
the expressions of YWHAZ, E-cadherin and Vimentin in each group. The StarBase, Targetscan, and Human
Protein Atlas databases were searched,and the Venn diagram was used to obtain the genes that contained po-
tential complementary binding sites with miRNA-185-5p and were associated with poor prognosis of NSCLC
patients. The GEPIA database was retrieved to identify the relationship between the YWHAZ expression and
the prognosis of the patients with lung squamous cell carcinoma and lung adenocarcinoma. The relationship
between miRNA-185-5p and YWHAZ was predicted by bioinformatics analysis and verified by the dual lucif-
erase reporter assay. Results The GSE152702 dataset showed that miRNA-185-5p was significantly down-
regulated in the patients with NSCLC. In addition, the expression level of miRNA-185-5p in NSCLC tissues
was lower than that in paracancerous tissues (P <C0. 01). The expression of miRNA-185-5p in NSCLC cell
lines was lower than that in normal lung epithelial cell lines (P <C0. 05). Compared with the miRNA-NC
group,the expression level of miRNA-185-5p in the miRNA-185-5p mimic group was significantly increased
(P<C0.05). The expression level of YWHAZ was significantly decreased (P <C0. 01),the expression level of
miRNA-185-5p in the miRNA-185-5p inhibitor group was significantly decreased (P <C0. 05),and the expres-
sion level of YWHAZ was significantly increased (P <C0. 01). Overexpression of miRNA-185-5p significantly
inhibited the proliferation, invasion and epithelial-mesenchymal transformation of A549 cells, and promoted
cell apoptosis (P<C0. 05). The GEPIA database showed that YWHAZ was significantly upregulated in the pa-
tients with lung squamous cell carcinoma and lung adenocarcinoma, moreover was associated with the poor
prognosis. YWHAZ could be targeted to bind to mir-185-5p,and over-expressing YWHAZ could partially re-
verse the inhibitory effects of miRNA-185-5p mimics on the proliferation,invasion and epithelial-mesenchymal
miRNA-185-5p is signifi-
cantly down-regulated in NSCLC tissues and cells. Overexpression of miRNA-185-5p can significantly inhibit

transition of A549 cells,as well as the promotion effect on apoptosis. Conclusion

the proliferation,invasion and epithelial-mesenchymal transformation of A549 cells,and promote cell apopto-
sis. The mechanism may be related to the regulation of YWHAZ expression.
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