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(HE] BHY HKiAkFrdZRAoameii-6(L-60)0kAKFAKRERAES L6 AR BT K-
174G/C.-572C/G #-597G/Af 2 S S ME X &2, Ak #F 2018 F 1 AF 2021 F 1 AEMEERKE
A9 RR A B A 113 4 A AR, S IR B K B R A i RABE 132 B AE A xF BB 40, SFARIE % 3 MR 3 4 i AR
Fon Bk, K 13 KREREF S ARFELAM=5D)FRFERLL(n=62); %%z\éﬂxﬂ;&%nﬂ e
m P 1L-6 fel&45 % R(PCT) K AKF, RARSM4 X R B-TRH % AR &K E % 5% (PCR-RFLP)
FAEM IL-6 2B BHFR-174G/C.-572C/G.-597G/A 12 5 % Wiz & 2 8 % /u'Ti(SNPS),ﬁJ\#ﬁ' Ak
ABRSANREREEHBRBALERGXEZ, FFR NWRAIL6FPCTHhRKFHAREHTARBAP<
0.001), HAR &K 48 IL-6 #» PCT 69 R K -F A2 & TR A2 (P<0.001), 5 aFBarkie, dLEH IL-6
AR S EMALE-572C/GHARA CC AFEAR CHMEN BRI (P <0.05); 5 MK A5 4 i, IRFE K %
B IL-6 AR % AMAEES572C/CHARR CCRAFEAR CHMEHEMIK(P<0.05),m-174G/C #2-597G/A
1o B iR £ F %t FESL(P>0.05);1L-6 ABE-572C/G 2 S A A A A CC WK &% B H b 1L-6 2 PCT
KFPZATAEARS CG/GG &2 (P<C0.001), &ig 1L-6 AB-572C/G $ AR5k A 69 K m R e B A
MABE.CCARRAMREEGRPAR.GGARAAHBRARA, AL S XK L6 £&kKF,
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Correlation of IL-6 expression level and its gene
promoter polymorphism with sepsis”
WANG Congyi' LI Gang' s ZHANG Changxi'sZHOU Ruiqin® ;WU Qingchen™”
(1. Department of Cardiothoracic Surgery ,Chonggang General Hospital ,Chongqing 400084,
China ;2. Department of Cardiothoracic Surgery ,First Affiliated Hospital of
Chongqing Medical University ,Chongqging 400016,China)

[Abstract] Objective To explore the correlation of peripheral blood interleukin-6 (IL-6) expression
level and septic progress with 1L.-6 gene promoter regions -174G/C,-572C/G and -597G/A loci polymor-
phisms. Methods A Total of 113 patients with sepsis treated in Chonggang General Hospital from January
2018 to January 2021 were collected as the observation group,and contemporaneous 132 healthy subjects who
underwent physical examination in this hospital were selected as the control group. The patients with sepsis
were divided into the sepsis group (n=51) and septic shock group (7 =62) according to the third edition of
sepsis diagnostic standard and classification method. The peripheral blood of subjects in each group was col-
lected. The expression levels of plasma II.-6 and procalcitonin (PCT) were detected. The single nucleotide pol-
ymorphisms (SNPs) of I1L.-6 gene promotor regions -174G/C,-572C/G and -597G/ A loci were detected by the
PCR-restriction fragment length polymorphism (PCR-RFLP). The relationship between the above gene poly-
morphisms and sepsis susceptibility and progression was analyzed. Results The plasma IL.-6 and PCT levels
in the observation were significantly higher than those in the control group (P<C0.001),moreover the plasma

1L-6 and PCT levels in the septic shock group were significantly higher than those in the sepsis group (P<Z0.001).
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Compared with the control group,the IL-6 genotypes CC at -572C/G gene polymorphism loci and the allele C

frequency in the observation group were significantly lower (P <{0. 05), while compared with the sepsis

group,the I1L-6 genotypes CC at -572C/G and the allele C frequency in the septic shock group were significant-
ly lower (P <C0.05). No statistically significant difference was found in -174G/C and -597G/A loci between
these groups (P >>0.05). The plasma IL-6 and PCT levels in sepsis patients with CC genotype at IL.-6 gene -

572C/G loci were significantly lower than those in patients with CG/GG genotype (P <C0. 001). Conclusion

The I1.-6 gene polymorphism at -572C/G loci has the correlation with the onset risk of sepsis,the CC genotype

is a protective gene of sepsis,the GG genotype is a susceptible genotype, moreover their polymorphism affects

the IL.-6 expression level.
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JHeBEAE (sepsis) A& WL By I K 2 /6 E5E, 218 &
Xof IR e 118 5 I R T B0 fi K A i B A% B D RE R A
JEE I TR A E IR E B, B R BT
R BRI 22— BRI A LR & B
ANV L {HL R I 5 3R B, HE 3 5 K P R E A
SNG4 AR 1 40 M A -6 (interleukin-6 . 1L
6) S — ol 7 JE% Yl FL I bk EL 4 i L R/ I AN i S
A Z IRE R L0 1L-6 3R] ik &2 R v R
{0 R T, 18 WL AR 2 M s R 7= A i K R, 116 3
WS 3 T X A7 AE-174G/C-572C/ G 597G/ A i 555
ZNHE R LA M (single nucleotide polymor-
phism, SNP) , [fij iX & £ 25 M X} 11L-6 &3k ™= A5 M,
I 5 2 B e AE VB B AR L R R AT M
SRAFIE 7 o e EEAE A IR TL-6 /K SF- W) & 2, (5
IL-6 BN Z B S MEEE AL KRR M AT
W . PRI AR T I TR A sk I T R RE SR A B I R E
BE ARV IL-6 BB R )+ X 2 80 5 Mg i L4 &
J& Z H) 10 5 2R 5 AT DA 3 PR K P 43 1 AL S o e 23
i 1) 9 B RR 9T 4R — 2 1 S K .
1 #ERERHE
1.1 —f&#

WP 2018 4F 1 H & 2021 48 1 H HA G E B GA
1) Jie B I A 113 461 W4 4, I 326 B[] 19 1 9% B
PRAG fi Fle AHE 132 (4 % B 2H . JF AR 48 2016 4F
(B = WM 5 0 5 J e P R v S B R L) 11912 T
B A0 B 753k 0 113 M3 Jie 25 A A8 43 R R B AE 41
(n=51) MR ERE R ST AL (n = 62) s HEBR A /N T 18
A RO R N2 B g R B 7 (human immuno-
deficiency virus, HIV) 18V F 5 50% . B B R Mg
B BEET 1 H W22 IR IT VHUR IR T KO
FRI7 R . S B9 30 o AN R B B AR R D s
LA 2R B G R .
1.2 7%
1.2.1 ARARER A2

WG A BB B AR IS R LB T BRI R i
JE BB R e B AT D 55— s Ok >R 4R AR AR R ML 3
mL T2 W 2.1 — 4 (ethylenediamine tetraacetic

acid dipotassium, EDTA-K2) B Hi &t & I8 . B O
(3 000 r/min)10 min, 735 IfiL 3% A 40 i, — 80 CARAF
#H.
1.2.2 ARANE

Jof F Tt BE A 93 % B R 56 Cenzyme-linked immu-
nosorbent assay, ELISA) & i il 3% 1L-6. [% 45 % R
(procalcitonin, PCT) 7K, /™ #% i UL & (2 & K
A= W4 AR N D U B HE AT HRAE
1.2.3 11L-6 A H % 5 Mk

FN 4l 2 R 40 DNA EEGAF & (FEBR R
FD M40 R B L 4H DNA L, R R A Rl gE X
S E-FR M Py B R B K £ S M (polymerase
chain reaction-restriction fragment length polymor-
phism, PCR-RFLP) # &R X} 1L-6 % W 3 3 7 X-
174G/C.-572C/G -597G/A i ;S 3 A Z B k17
IIAT o SRR —XF 54 (g A T A9 TRE ey A FR
A, BiESI R 5'-AAG TGG GCT GAA GCA
GGT GA-3', F#f5l ¥~ 5'-GTT TCC TCT GAC
TCC ATC GCA-3', PCR ¥ M % F.95 CHiA M 5
min, 95 C 48 Pk 45 5,55 C i k 45 s, 72 °C % ff
1 min, JE¥F 30 ¥, 72 “C HZEM 5 min, 2% %4k
J&i  PCR 3488 7= 4 FH 6k 1y %) B o 4 il 22 17 166 ) It 1)
FEPAE 2 90 B M B I L LUK B O A R A R R
a0 Wi 25 R IF
1.3 %itzam

B SR I SPSS21. 0 AR AT Bt 2= i A5 &
IEBS AR EERR A « s 2R, P4 AR
) LL 3R ) ¢ K, 2 A FE A ) L AR FH B IRV R O 22
SN ECTR DL R LR AL FEBCR T X K. R
FH X? K 56 4 A7 36 R 43 A 02 5 4F & Hardy-Weinberg
AT, SR FH logistic [R]85 0 o e AH 6 M iE A7 48 3143
M 38 OR 8 K 95%CI,LL P<<0.05 J 2% %4 41t
2 % ES
2.1 PR 5 LA A — AR TR AR

Xof HR2H 55 002 41 A M AR S B T e I L = B
MLAE IR e, ZR W LR IF % E L (P>
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0.05), 1,

2.2 BB SMEL IL-6 f= PCT #9 &k Kbk
WEZ L TL-6 F1 PCT (1) 1fi 3% 7K SF B dak g T X g

4 (P<C0.05), HMREEAE R 5o 41 1L-6 Fil PCT 9 1l 3¢

KB v T M REE 4H (P <<0. 05) , I3 2,
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FEDR RS /S5 B A LA, 22 R B SIS B (P>

0.05)3-572C/G Hy & K Y K 45 {37 3 K43 A 9 41 1) A5

B @ 2% % (P<<0.05), PCR-RELP HLyk & WA 1,
£1  WANK—RARLLE

A poyitl] puE=Si| ,
. . . e WiH X/ P
2.3 1L-6 £ F &3 -F KR Hardy-Weinberg i 4% F #f (n=132) (n=113)
g B A AR B o AR R AR HERICH /&) 72/60 57/56 0.411 0.521
_ — _ oY AN I S
11-6 H B 2 F IX-174G/C i i B P AL 2 Oy (s %) 56.37413.2 58.1415.3  —0.935 0.316
N I\ 3 AV} . ~ AN | R
GG, R M B GC M CC3-597G/A s F KBy e 07 26(19.70) 28(24.78) 0.951 0. 339
~ ~ ._E ~ ARy AN H_:f ﬂ;u AV ~
GG.GA M AA;-572C/G L ZE A RAT CCL CG Al AR ILEE 2 (Y0) ] 20(15.15) 21(18.58) 0.515 0.473
N 2o - ~ Ny A
X 1L- K-597G/A Fn-572C v g )
GG L BRFEXT R 6 FH-597G/A M-572C/G i i 2k BHPRIRL (V0] 17(12. 88) 20(17.70) 1.103 0. 294
AU /5 6r F 0 4 A 45 & Hardy-Weinberg - fiff
(P>0.05), W3 3. 1L-6 3£ 2 BN H-597G/A
K2 ZAIE 1L-6 1 PCT RiZKFELLE (= £5)
B Xif BR 4 W5 21 JWe B I 4 e 35 9 A 5 2
EiL t P ¢ P
(n=132) (n=113) (n=51) (n=162)
1L-6(ng/L) 21.50+5.30  48.60+12.50  —20.477 <0.05 34,8044, 70 58.60+7.20  —28.542 <0.05
PCT(ng/mL) 0.15+0.07  32.5643.52 —52. 141 <0. 05 21.0744. 42 46.7647.75  —32.462 <0. 05
x3 HRESWEAER Hardy-Weinberg i FER W R FIMELLE
—597G/A FEF DM EE (HIE (D ] , S50z HE R
264 n X:/P,
GG GA AA C A
RG] 132 43(37.65) 55(65. 69) 34(28. 65) 3.497/0.614 141 123
WEEH 113 37(34.02) 50(55. 96) 26(23.02) 1. 283/0. 257 124 102
X,/ Py 0.283/0. 868 0.104/0. 747
—572C/G P DA (BB ED ] , SEvE
26 5 n X,:/P,
CcC CG GG C G
SHHR4] 132 45(40. 93) 57(65.18) 30(25.93) 2.061/0.157 147 117
WMEEH 113 24(19.13) 45(54.73) 44(39. 14) 3.572/0.059 93 133

X,2/P, 9.033/0.011

10. 289/0. 001

X,?/P,:Hardy-Weinberg {4 - i BRI X2/ P, « 25 [ 6 DR 00 B 265 7 6 DR 91 % e e

bp  Maker

Lane 1 Lane 2 Lane 3 Lane 4

500

400

300

Lanel,Lane4: GG 3£ K 1 (202, 94 bp); Lane2; CC % [K # (296
bp) ; Lane3:CG K (296.,202.,94 bp),
B 1 1L-6 ERA-572C/G iL & PCR-RFLP H ik & &

2.4 FRAMKREREEBZIL6AREELARR RS 5L
B IR o A B oL AR

i B AE AR T 4 5 e B RE 4 BB E R TL-6 3k A
-174G/C FI-597G/A i s b, Z R LG it # B X
(P=>0.05) ; Ifif e 85 9 AR v 4 S8 % 1L-6 FEA-572C/G
P FERI CC e S5 L R C 55 R B AR T ik 25 4
0PI R TL-6 FE-572C/G A f L CC M %%
P CHR LI, 2R A G2 E X (P<<0.05),
W% 4,
2.5 IL-6 KAB-572C/G A4S A W AR & 5 k&%
9 48 %

Logistic A5 Hr 45 R WoR . GG B A& CC J
PR 70 BB XU 1Y) 2. 427 %5 (OR = 2. 427, P<<0. 05) , ik
PERLRL T, CG+ GG 3 RLE CC A B KU 1. 775
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B R R, GG N B R CCHCG BY &% XS
M 2. 078 %, W& 5,
£4 FEAKRSEREEILCEANBEMEEME

SALLE(n)
- e B HiE 41 i 7 E R SE 2 . b
(n=5D (n=62)
Fk [A A 7.669  0.022
cC 16 8
CG 20 25
GG 15 29
S A 8.702  0.003
C 52 41
( 50 83

2.6 1L-6 RE-572C/G 42 5 % Atz &4 &
e R R S S C R AR
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1L-6 FEH-572G/C {7 3L K B Sy CC MedAE 8
By M3 1L-6 F1 PCT KPR TRE A R CG/GG ik #E
i R (P<<0.05), L% 6,
%5  Logistic A AEGEEIFHESKEENLR (1)

PO N 1 =37 |
Tt At A Y OR (95%CI) P
(n=132) (n=113)
Jon A Y 0.022
cC 45 24 1.000
CG 57 45 1.353(0. 732,2. 502)
GG 30 44 2.427(1.282,4.595)
i P AR Y 0. 037
cC 45 24 1.000
CG+GG 87 89 1.775(1.034,3. 046)
e A5 0.009
CC+CG 102 69 1.000
GG 30 44 2.078(1.196,3.609)

*x6 1L-6 BE-572G/C i m SEBEXMREEBXERFRIESNHIM (2 L)

eIz CcC GC GG F P
IL-6(ng/L) 25.3045. 20 40.506. 20 54.8047. 30 —14. 275 <0. 05
PCT(ng/mL) 18.25+5. 31 31.56+5.25 47.32+7.23 —25. 354 <20. 05

3 3+ e

Jile 2 i 2 UL A1 PR 2 A TR 7 U R
et BN A= iy B AR R O i R H FE T, W AT o PR
R BRI 20 R B8 AE TS AR R R AR
JHe 75 A I ARG T 7 T A T — s ) 1 2D (H L K
RATEL E B2 28 0 B L ek AR R R AL 23
GV R TR, I, e B RE — B2 I K
W78 B0 E SR, A 9T 2 I e B AR 7 R UK
Jeg |4 B R M RN B ML RS R B R PR T,
5| %2 98 A 14 V8 A R IR L Fe 28 T RE S B0 R
HE5 R £ 2% 5 Bk B S 45 4 iE (MODS) 1,
PCT 2 5 28 1Y A AK , A2 2 E T 8l A 35 4 12 Wi i o]
FEFE bR L 2 E AL YR b2 TN 35 [ G B 2 S B A A
PCT 1E g DX 31 Joe 28 1L 0 0 A 8% % P 10 4 B 48 7 = I
AT B2 Wi bR ic i T HE T T REUE
VA R g R e 3 1 BRI 300 H . TL-6 /3 ki 2
% AT L | B EF 4k 40 I 25 43 36 o 1 LR K B L AE
JERY R TR KO B T R R RORE R 25 P LAY R
I, 5 A B IR B D) A G, 3Gk KT 32 e St
FEG S Ja A T M PR 4 . A FSE R TL-6 2 A
T XA IR A N TL-6 Y 32 3k K S 72 AR i,
AT R L LT TL-6 % R M T K 2B 16 5 e 3
) & A e B U0 AE DG, W] AR Ry TR 1 E A A T A AR 2
— LT H L6 SN Bh T X 28 A S e B A Y A

MR ANTE L PR, AR B 5 3 o R O R B RE 2k
RIES IL-6 BHNE 3 FXEZEBMEZ MR, LA
o i 1) 1l PR B TG SR 4R &

AWFTELE R K B, MR AE B PCT FIR MK+
TL-6 I 7K B 8 T X BRZH, JF HL B & i 2 AF 5 1
T E (7% R B . HL TL-6 R PCT (% 728 4k #a 44 e JiF
— B, R W AT e OC T MR #E I AR A I PCT R M
K 1L-6 197K - A8k L R PEAG e 85 08 1 F e ol . AR
WEFEHE— 250 B 11-6 L 2 B A 5-572C/G 1y
PRI % S5 R PR C M3 18 43 A1 s B T 2 22 [i) A7 7E W]
WG T2 R . SRR A R, SE A CC R 5
S C W0 e e 3 0 AR o 21 B i fm IS, 4R 116 JH
T IX R £ B P S -572C/ G 78 kB E 00 F 2 it
B EEETEM ., #F— Lt logistic [B1H 4 #7 &
B, GG HEPR A CC SE R AU o KU 1Y 2. 427 5. %
W1 GG J DR R 2 e 35 F 1Y) B Jak 56 R AL, CC k9 7Y 2
PRI LR, TL-6 FEHN-572G/C A7 KL BN CC e
FENE B 0L 1L-6 F PCT K FAR T B CG/
GG MFFIE B4 (P<C0.001) , Ut A H: Z B M i PCT
FIR S VE R TL-6 (8 7K SF . 4 il L 3R 38 L AT el 8 48 1k
JCR o PRI, RTORE i R E R E R AT B TL-6 KR A
-572C/G ZAME R M, K BLR BUA 20T TUH it . 410 )
9o 15 1 2

25 F TR, IL-6 2 H-572C/G 2280 5 MR 1Y
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