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[Abstract] Objective To investigate the correlation between c-myc and CENPA in colorectal cancer,
and to analyze its clinicopathological value. Methods The expression and correlation of c-myc and CENPA in
colorectal cancer were analyzed through Oncomine and GEPIA database. Eighty-six cases of colorectal cancer
tissue samples were collected from Kunshan Hospital affiliated to Jiangsu University. Immunohistochemistry
was used to detect the expression of c-myc and CENPA in tumor tissues and paracancerous tissues. Then their
correlation and relationship with the clinicopathological parameters were analyzed. Then the PROMO database
was used to predict the transcription factors that might interact with CENPA and c-myc promoters.
Results The Oncomine and GEPIA databases showed that the expression levels of ccmyc and CENPA in colo-
rectal cancer tissues were significantly higher than those in normal tissues, moreover their showed the positive
correlation. The immunohistochemical results showed that both ¢-myc and CENPA in cancer tissues were
higher than those in paracancerous normal tissues, moreover they were also positively correlated. More than
that,c-myc was positively correlated with the lymph node metastasis and the TNM stage,and CENPA was
positively correlated with the pathological grade. The c-myc and CENPA copositive was closely correlated with
the higher pathological grade,lymph node metastasis and later TNM staging. According to PROMO database,
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71 transcription factors such as AR, TCF-4 and YY1 might interact together with CENPA and ¢-myc promot-

ers. Conclusion The expressions of c-myc and CENPA in colorectal cancer tissues are significantly increased,

moreover showing a positive correlation. C-myc is positively correlated with the lymph node metastasis and

the TNM stage,while CENPA is only positively correlated with the pathological grade. The combined detec-

tion of c-myc and CENPA is beneficial to the evaluation of clinicopathological parameters of colorectal cancer.

Simultaneous receiving the regulation effects of AR, TCF-4,YY1 and other transcription factors might be the

important factors of the positive correlation between c-myc and CENPA.
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