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Study on effects of silencing circ_0081143 for regulating miR-296-5p

and inhibiting occurrence of renal cancer cell 786-O"
DENG Chunyan , XIONG Beibei s PENG Ling , XU Jinggen
(Department of Oncology s Shuangliu District First People’s Hospital s
Chengdu ,Sichuan 610200,China)

[Abstract] Objective To explore the effect of circ_ 0081143 on the malignant biological behavior of re-
nal cell carcinoma 786-0 and its molecular mechanism. Methods Thirty—seven cases of kidney cancer tissues
and paracancerous tissues were selected. The real-time fluorescent quantitative PCR (RT-qPCR) was used to
detect the expression levels of circ_ 0081143 and miR-296-5p;the renal cancercells 786-O were randomly divid-
ed into the si-circ_0081143 group,si-NC group, miR-296-5p mimic group, miR-NC group and si-circ_0081143
+ miR-296-5p inhibor group;the dual luciferase reporter experiment was used to detect the targeting relation-
ship between circ_0081143 and miR-296-5p;the tetramethylazolium salt colorimetric method (MTT) was used
to detect the cell inhibition rate;the colony formation experiment was used to detect the number of cell clones
formed;the Transwell chamber method was used to detect the number of migrated cells; the flow cytometry
was used to detect cell apoptosis. Results Compared with paracancerous tissues,the expression level of circ_
0081143 in renal cancer tissues was increased, and the expression level of miR-296-5p was decreased (P <<
0. 05). After silencing circ_0081143 expression or overexpressing miR-296-5p, the inhibition rate of 786-0O cells
was increased,the number of colonies formed and the number of migrating cells were decreased,and the apop-
tosis rate of 786-0 cells was increased (P <C0. 05). Inhibiting miR-296-5p expression reversed the effect of si-
lencing circ_0081143 on 786-0O cells. Conclusion circ_0081143 regulates the proliferation, migration and apop-
tosis of renal cancer cell 786-O through miR-296-5p.
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I F A .5 - TGCCTAATTCAGAGGGTTGG -3, F iif
214§ % . 5'-CTCCACTCCTGGCACACAG-3'; U6 |
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(1.00+0. 00) miR-296-5p F ik K F & F si-NC 41
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F » miR-296-5p mimic 20 786-O 42 i iF #% 41 It Ko vs /b
[(167.6349. 5104 vs. (84.50E2. O], ERAH S
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F TR K cleaved-caspase3 & [ £ IAKFEFEH (P <
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J cleaved-caspase3 & 4 & ik /K FE AL (P <<0. 05),
W 4,54,

si—circ_0081143+
miR-296-5p inhiborZH
- W w o
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21 5 TR (%)  cleaved-caspase3
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0081143 B ik, 275 circ_0081143 W] g 76 B h &
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AU miR-296-5p F ik K P &AL, #2758 miR-296-5p HJ
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J5 - 786-O 20 L 411 1] 28 F+ 5, 5 B T 1 K5 RN AT 2 4 i
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