1736 FTRE S 2026 %% 55 5% 84 Chongqing Med J,2026,Vol. 55,No. 8

—
® gﬁﬂj ﬁ}l:gt ® doi:10. 3969/j. issn. 1671-8348. 2026. 08. 009
P& E % https://link. cnki. net/urlid/50. 1097. R. 20260331. 1109. 004(2026-03-31)

miR-130a-5p 88 TPD52 X+ A F AR 7% 4 A 18 58 F008 1T= BY 22 M

TR AAHRT FRA LEE
Q. H P EHRFHFRLAR AN 31005352, 4 M 7 ER L JH 5 &34, 40 3100115
.MM KFEFRM BN TS - AR ERAERFA, AN 310006)

[(ZE] BH £ miR-130a5p £ @AM B & G D52(TPD52) 35 A SLI & 48 #3654 F= A © 89 % v ,
Tk HEAILMRE MCF-7 @i o 4 h B4 NC mimic 28 ($ A 34 1P 2+ ) \miR-130a-5p mimic 20 (44 3
miR-130a-5p B #24) . miR-130a-5p mimic+ pcDNA-NC 21 (3% % miR-130a-5p #2472 pcDNA M M 3¢ ) |
miR-130a-5p mimic+ pcDNA-TPD52 28 (4% % miR-130a-5p #2345 #2 pcDNA-TPD52), £ JA & 415 & 5 % 4
B S S F B AR 2 2 B 4 A7 SR B 3E miR-130a-5p &F TPD52 #h¥eé £ %, % £ 2 % PCR 4 M & 20 29 J miR-
130a-5p #= TPD52 mRNA % ik t5 0L, 28 B it X #) £-8(CCK-8) 4| &AL m i 3g sk /1 A X m L R fe 47, 6-
ZRRE-2- R AR (DAPDE £ EAMNm L A — F ot A T A, Western blot M T ¥t 2 E G . AT HFE
FOREHERL, B8 miR-130a-5p A= TPD52 % 3'-UTR A f& & 4 89 4 4415 5, miR-130a-5p 7T ¥e & if 4%
TPD52 #9 %3k, 5 NC mimic 2848}, miR-130a-5p mimic 28 28 0 F miR-130a-5p 89 A8 L X K-FH A 5,
TPD52 mRNA #83t %& ik K -F 87 2 B A% (P <0.05) ;5 miR-130a-5p mimic+ pcDNA-NC 28} & , miR-130a-5p
mimic+ pcDNA-TPD52 48 48 fe F TPD52 mRNA A8 4F & £ K -F 8 £+ & (P<C0.05), 5 NC mimic 48 %8 f2Z bt
#,miR-130a-5p mimic A48 L A FE XA ZBMK, @A - R2HEH & (P<<0.05) ;5 miR-130a-5p mimic+
pcDNA-NC £8 48 AL )b 38, miR-130a-5p mimic+ pcDNA-TPD52 Al 7% R 2 5. 4 A — £ 70 B B4k
(P<C0.05), & NC mimic 28}t % , miR-130a-5p mimic 2848 2 F Bax.caspase 3 & @ & & K F 9 & ,PCNA &
6 &R K BEAL (P <<0. 05); 5 miR-130a-5p mimic + pcDNA-NC £}t %, miR-130a-5p mimic + pcDNA-
TPD52 %848 i, F Bax. caspase 3 & & & ik K -FHA&, s PCNA & & K& KP4 &5 (P<<0.05), & miR-
130a-5p i@ id Fe &y i 45 TPD52, 3t f 47 %) MCF-7 40 e 38 78, % 5 MCF-7 e A =,

[X#iA] miR-130a-5p; B &G D52; 5L & ;3878 A —

[FEZEDES] R737.9 [XmkbriZag] A [XEHRS] 1671-8348(2026)08-1736-06

Effect of miR-130a-5p targeting TPD52 on proliferation and
apoptosis of human breast cancer cells

Guan Fugiang"® . Yu Jiamian® ,Lao Junjie® ,Yu Daojun*
(1. Graduate School s Zhejiang Chinese Medical University , Hangzhou ,Zhejiang 310053 ,China ;
2. Department of Laboratory Medicine , Hangzhou Occupational Disease Prevention and
Treatment Hospital s Hangzhou s Zhejiang 310011,China ;3. Department o f Laboratory
Medicine s A f filiated Hangzhou First People’s Hospital ,School of Medicine ,Westlake
University . Hangzhou s Zhejiang 310006 ,China)

[Abstract] Objective To investigate the effect of miR-130a-5p targeting tumor protein D52 (TPD52)
on proliferation and apoptosis of human breast cancer cells. Methods Human breast cancer MCF-7 cells were
randomly divided into the control group,the NC mimic group (transfected with mimic negative control) , the
miR-130a-5p mimic group (transfected with miR-130a-5p mimic) , the miR-130a-5p mimic+ pcDNA-NC group
(co-transfected with miR-130a-5p mimic and pcDNA negative control) ,and the miR-130a-5p mimic+ pcDNA-
TPD52 group (co-transfected with miR-130a-5p mimic and pcDNA-TPD52). Bioinformatics software and dual-
luciferase reporter assay were used to analyze and validate the targeting relationship of miR-130a-5p to
TPD52. Quantitative real-time PCR was used to detect the mRNA expression of miR-130a-5p and TPD52 mR-
NA in each group. Cell counting kit-8 (CCK-8) assay was used to assess cell proliferation. Flow cytometry and
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4’ ,6-diamidino-2-phenylindole (DAPI) nuclear staining were used to detect apoptosis rate of cells and nuclear
apoptosis. Western blot was used to detect the expression of proliferation-related and apoptosis-related pro-
teins. Results There were consecutive binding sites between miR-130a-5p and the 3'-UTR of TPD52, and
miR-130a-5p could target and regulate TPD52 expression. Compared with the NC mimic group, the relative
expression level of miR-130a-5p in the miR-130a-5p mimic group was significantly increased, while the relative
expression level of TPD52 mRNA was significantly decreased (P <Z0. 05). Compared with the miR-130a-5p
mimic+ pcDNA-NC group,the relative expression level of TPD52 mRNA in the miR-130a-5p mimic+ pcDNA-
TPD52 group was significantly increased (P <C0. 05). Compared with the NC mimic group,the cell viability in
the miR-130a-5p mimic group was significantly decreased (P <C0. 05),while the apoptosis rate was significant-
ly increased (P<C0. 05). Compared with the miR-130a-5p mimic+ pcDNA-NC group, the cell viability in the
miR-130a-5p mimic+ pcDNA-TPD52 group was significantly increased (P <C0. 05), while the apoptosis rate
was significantly decreased (P<C0. 05). Compared with the NC mimic group,the expression levels of Bax and
caspase 3 proteins in the miR-130a-5p mimic group were significantly increased (P <Z0. 05),while the expres-
sion level of PCNA protein was significantly decreased (P<C0. 05), Compared with the miR-130a-5p mimic+
pcDNA-NC group,the expression levels of Bax and caspase 3 proteins in the miR-130a-5p mimic+ pcDNA-
TPD52 group were significantly decreased (P <C0. 05) ,while the expression level of PCNA protein was signifi-
cantly increased (P<C0. 05). Conclusion miR-130a-5p inhibits MCF-7 cell proliferation and induces apoptosis

by targeting TPD52.
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