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[Abstract] Objective To analyze the detection results of Norovirus infection in patients with foodborne
diseases in Quzhou region and its relationship with intestinal microbiota. Methods A total of 496 fecal sam-
ples were collected from patients with foodborne diseases at sentinel hospitals under active surveillance for
foodborne diseases in Quzhou region in 2023. According to Norovirus test results, patients with positive Noro-
virus infection were assigned to the Norovirus group,and 10 fecal samples from healthy individuals served as
the control group. Alpha diversity and species abundance of intestinal microbiota were compared between the
two groups. Results Among 496 fecal samples from foodborne disease patients,95 (19. 15%) were positive
for Norovirus infection,including 9. 47 % genotype G I ,85.26% genotype G 1l ,and 5.26% mixed G1 /G1I.
The detection rates of Norovirus infection and G [l genotype in patients under 5 years old were significantly
higher than those in other age groups (P<C0. 05). The detection rates of Norovirus infection and G [[ genotype
in patients with onset in winter and spring were significantly higher than those in summer and autumn (P <<
0. 05). There were no significant differences in the Alpha diversity indexes chao and shannon between the two
groups (P>>0.05). The relative abundances of Bacteroidetes and Firmicutes in the Norovirus group were sig-
nificantly higher than those in the control group (P <C0. 05),while the relative abundance of Proteobacteria
was significantly lower (P<C0. 05). There was no significant difference in the relative abundance of Strepto-
coccus between the two groups (P >>0. 05). The relative abundances of Pseudomonas and Escherichia in the
Norovirus group were significantly lower than those in the control group (P <C0. 05),whereas the relative a-

bundance of Bacteroides was significantly higher (P <C0. 05). Conclusion Norovirus infection inpatients of food-
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borne diseases in Quzhou region is predominantly genotype GII,with high incidence in children under 5 years old and in

spring and winter. Norovirus infection is closely associated with changes in intestinal microbiota.
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