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M;iEF miR-135-5p #1 FOXNS3 7k 3 Xt §F §f= HA #% PR 5%
ZAANRITIRE BRI

RRE FHS

(RFKFWEa=HER =4, L& 200040)

(HE] B #HithF miR-135-5p Lk EE G N3(FOXN3) K P 2344k #1 42 & 9% (GDM) Z4a x4k
SR Hh, Ak AR ER223F1 AF2024F 9 AEEREREE 4540 GDM F4a 153 Bl 4E A4
GDM 41, Rl it s BOEZ TR Z 4 et R B da 112 ) A P B 40 13 GDM a2 TR AR R R ZE A . K L5 Hh
LRBEFE=9D LR RREA(n=>59), TR E LA fF miR-135-5p #= FOXN3 & 5 R F= 45 4K 8t 35
#FKF . KA Pearson 48 % 5 # miR-135-5p , FOXN3 K -F 5 g Kt B KM F5 470948 % M, £ B & logistic = )2
54 GDM & F X AR R4k & B eyl &R A 2K & TS E(ROC) ¥ & 4 # miR-135-5p . FOXN3 &
P2 GDM & F R A RRBIEIREHGTAMNMAL, ER GDM 203 2K T35 i 8 B AL T 5+ B 28 (P <<0. 05);
GDM #8 % % &7 # miR-135-5p. FOXN3, TG, TC, # 4t &2 42 & & (HbAlc) . = M M B & (FINS) | = I f 48
(FBG) B A4 A B R R A5 M £ F 3045 2 (HOMA-IR) A 2 & T aF 4L (P<0. 001) . #a A A E R 5 B @ e
I 4t 45 L (HOMA-RK T 2 B4 (P<C0.001) ;2 B R B4 & & o iF P miR-135-5p . FOXN3 . TG, TC,HbAlc,
FINS.FBG % HOMA-IR A 2 % T4 A B 454, HOMA-B1& T 4 & B 448 (P <<0. 001); f2 7% miR-135-5p 5
FOXN3.TG.TC, HbAlc, FINS,FBG % HOMA-IR ¥ 2 E 48 % (r =0.479.0.327.0. 412.0. 394,0. 501,
0.305,0.512,P<C0.05),5 HOMA-B 2 fi A8 % (r = —0. 424, P<C0. 05) ; 2. 7F FOXN3 5 TG, TC,HbAlc,
FINS.FBG % HOMA-IR ¥ 2 E48 %t (r=0. 405.0. 441.,0. 376.,0. 513.0. 347.,0. 297, P<C0. 05) , 55 HOMA-B
EZAMEMEG=—0.392,P<0.05), logistic B 12 5 # % £ % &, miR-135-5p. FOXN3, TG, HbAlc,FINS,
HOMA-IR ## HOMA-B 4 GDM % % % % R R 44k 4 B o4 % e B % (P<0.05), miR-135-5p #M GDM % &%
B AR RAEARE B oy & T @ARAUC) 4 0. 874, ZAJE S 82. 98 % . 4 7+ & 4 72.88% ; FOXN3 #iml GDM %
H R AR RAEIRE B 69 AUC 4 0. 813, RAE A T7.60% AFFH H 68.97% s —F HKAHFM GDM & F X AR
Bk 4E By e AUC 4 0. 931, ZAEH 84. 480 AF F B A T4, 47% , = F B A4 m 694 BT A% T miR-135-
5p FOXN3 & g £ Fn (P<0.05)., & GDM Fdam & P miR-135-5p ## FOXN3 K-F#4 &, = F B ok
M 3F GDM 4 & & R Bk 4 B LA 42 5 64 TR A4,
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Effects of serum miR-135-5p and FOXN3 levels on adverse outcomes

in pregnant women with gestational diabetes mellitus
YUAN Xiaowen ,LUO Ting*“
(Department of Obstetrics ,Obstetrics and Gynecology Hospital of TongJi
University s Shanghai 200040, China)

[Abstract] Objective To investigate the influence of serum miR-135-5p and FOXN3 levels on the preg-
nant outcomes of pregnant women with gestational diabetes mellitus (GDM). Methods A total of 153 preg-
nant women with GDM visiting in this hospital for the regular examination and delivery from January 2023 to
September 2024 were prospectively selected as the GDM group, meanwhile 112 healthy pregnant women for
prenatal examination in this hospital were selected as the control group. According to whether the pregnant
women with diabetes had adverse perinatal outcomes,they were divided into the good outcome group (94 ca-
ses) and adverse outcome group (59 cases). The levels of serum miR-135-5p and FOXN3,lipid metabolic and

glucose metabolic indicators were compared between the different groups. The Person correlation was used to
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analyze the correlation between miR-135-5p and FOXN3 levels with lipid and glucose metabolism indicators.
The multivariate logistic regression was used to analyze the influencing factors of adverse perinatal outcomes
in GDM patients. The receiver operating characteristic (ROC) curves were used to analyze the predictive value
of miR-135-5p and FOXN3 levels on adverse perinatal outcomes occurrence in GDM patients. Results The
weight gain value during pregnancy in the GDM group was significantly lower than that in the control group
(P<C0. 05) ;the levels of serum miR-135-5p,FOXN3,TG,TC,HbAlc,FINS,FBG, HOMA-IR in the patients
of the GDM group were significantly higher than those in the control group (P<C0. 001) ; while the HOMA-B
level was lower than that in the control group (P <C0. 001) ;the levels of serum miR-135-5p, FOXN3, TG, TC,
HbAlc,FINS,FBG and HOMA-IR in the patients with adverse outcomes group were significantly higher than
those in the good outcomes group, while the HOMA- level was significantly lower than that in the adverse
outcomes group (P<C0.001); serum miR-135-5p was positively correlated with FOXN3, TG, TC, HbAlc,
FINS,FBG and HOMA-IR (r=0. 479,0. 327,0. 412,0. 394,0. 501,0. 305,0. 512, P<0. 05),and negatively
correlated with HOMA-8 (r = —0. 424, P <0. 05) ; serum FOXN3 was positively correlated with TG, TC,
HbAlc,FINS,FBG,and HOMA-IR (+=0. 405,0. 441,0. 376,0. 513,0. 347,0. 297, P<0. 05) ,and negatively
correlated with HOMA-8 (r= —0. 392, P <<0. 05). The results of logistic regression analysis showed that
miR-135-5p,FOXN3,TG,HbAlc, FINS,HOMA-IR and HOMA- were the influencing factors of adverse per-
inatal outcomes occurrence in GDM patients (P <C0. 05) ; the area under the curve (AUC) of miR-135-5p for
predicting the adverse perinatal outcomes in GDM patients was 0. 874, the sensitivity was 82. 98% and the
specificity was 72. 88% ;the AUC of FOXNS3 for predicting the adverse perinatal outcomes occurrence in GDM
patients were 0. 813, the sensitivity was 77. 60% and the specificity was 68. 97 % ,respectively;the AUC of the
two combination for predicting the adverse perinatal outcomes occurrence in GDM patients were 0. 931, the
sensitivity was 84.48% and the pecificity was 74. 47 % respectively. The diagnostic value of the two combina-
tion was superior to that of miR-135-5p and FOXNS3 alone (both P<C0. 05). Conclusion The levels of serum
miR-135-5p and FOXN3 in pregnant women with GDM are increased. Their combination detection has high
predictive value for the adverse perinatal outcomes occurrence in GDM pregnant women.
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s ifoBE & A= B KURET . B ORI R X T miR-135-5p
1 FOXN3 %} GDM Z2 47 4T 47 45 J5 52 Wil 14 A 56 428 %8¢

IF R ) B JR N (gestational diabetes mellitus,
GDMD) 2 4T I $5 5 UL 19 4 0 3 O & 22— o 2 4 R 40

TR AR B A PR R OB T B R AR . GDML &
L YR AR A RO L T AF R . 2Bk GDM &k H 2
BT X R R s 14 %, Bl TR [E A
TR R A NATA WG J7 W AR 4L, 8 =R AL Y
2 7 BN T B RS 1 2 A et S R K i 0o 44
B, EREH TS ERER R, HEWRER
6.28%~18. 00% . GDM B N 5 i £ B2 {1 1
BN EZ—., GDM &R e K £ T 7 5 %K
SAEH AR R 2 BB R AR RGN, M SE B 5T R
W1, GDM [ 22 40 Bl 77 309 9 & & A 2R 01 St 300, f 45
BRI B LR R CERE M AR AR B A LT
We A aa LB R JLAE 200 AT BR v 30 T B L AL G 22 g
FIREAR L BE I T B PR A KUR: L R S BB
JLAEA . R R ER RS GDM 241, %t T8 &
W RIT RE RS R E L EE, MR E
B, /N RNA-135 (microRNAs-135, miR-135) 5 4
R B HR B AR A TR R BT O, X DR
o 15 TR RN P4 A — e . i Sk HE & A
N3 (forkhead box protein N3,FOXN3) 5 A= i 1
Wi ST AH O BE 5 £0 i E i AN FOXNS 1y i 38 3k 25 4

b PRI A BF 98 31T miR-135-5p Fl FOXN3 7K °F %}
GDM ZE 14T R 45 ] B 52, B 45 SRR T
1 #AREHA®
1.1 —##FH

FrAEPEREER 2023 45 1 H & 2024 47 9 A TEARBE 2
ARG A AN 4 Ik 9 GDM 2290 153 i/~ GDM 4., [A]
i 38 BUAE A [ 7 G I R 2 0 112 9 S X R A, 4l
ARRIE: (1) GDM £ & (IR A - MR W2 1R 8 ™
(2014) )™ 38 Wi bm o 5 (2) B IR 4R R L 20 A =28 Al
(3) TG B % R AHEHT b 5 (4 4 WR A7 B A = I OB SR
W5 (5) BE G IR 2L IR ST W . HERR AR
(DA B RS AMIGERHE (D ZHITRE;
(3) FB A ™ B A M7 5 0 L IO L JFE A I VR A L
RGBT P ARIRGIEE s (D F 2RI R LS IEH
(5) 15 75 16 30 P A SORS e JR 3 . AR OE Ll A
Bt R 2F A0 P~ 2% B S B b (A L5 . 2023-034)
1.2 F#
1.2.1 WGARFEHIKE

GDM & 1 Ifi IR ¢ BL 60 15 4 % L 22 /i BMI, 22
JA R =2 IR KSR = AR bR L W TG, TC L Bk
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1 £1 % H (glycated hemoglobin, HbAlc) . =5 § B &
# ({asting insulin, FINS) | %5 Jl§ Ml B¥ (fasting plasma
glucose, FBG) , F& 25 455 &l 9F 4% J§iE % Z #K BT $5 2L (ho-
meostasis model assessment of insulin resistance,
HOMA-TR) £ 25 88 B Al Je &5 B 40 i 2 i 4 &K
(homeostasis model assessment of B-cell function,
HOMA-B) \HDL-C,LDL-C,
1.2.2 miR-135-5p A= FOXN3 & F #oml

K H RT-qPCR A 1l 7% miR-135-5p Fil FOXN3
K YA T 24~ 28 JA RS &S I DKL 5 mL, &5
DA, B EE S 3 000 r/min, &0 E 10 min, 43
BSILTE BT —80 CHYIKAT HIR-AF . X Trizol IFMA
— e E T R EIIR G 2 15 s, ZIREE 5 min, &
DA E 4 °C 4T .12 000 X g, B0 15 min, BT
WA 500 pL SN EEEBMEE 10 min, 5 2% B
W MA 1000 pl. ZEE, 4 °C 4R, 12 000X g B0
15 min, #f# 5 min, H&Z N 25 pL fERIR — L I
(diethyl pyrocarbonate, DEPC) 7K ¥ W& 1 fi# 4% B 2
RNA, 4366 RIS RNA R J 4l B filf 3
i SRR B0k RNA 056 5 cDNA L BE R T A 50
CHFE 30 min,85 “CHIHA 15 min 46 i 1 5% ¢ g M-
MLV4,4 C¥ A, SRJ5RH RT-qPCR A I 1L 3%
miR-135-5p A1 FOXN3 7K ¥, miR-135-5p 5| ¥ 1E [4]
5'-AGU GUA UCC UUU CGG UAU-3'; % Ia]:5'-
TTG AGC CAG UUA UUA GGA-3', FOXN3 7|4
EM 5 -TCT GAC ATG CCC TAC GAT GC-3'; [
[ :5'-CTA TGC ACC ACA ACG ACC CT-3', PCR
R Z . 2 X Green Master Mix TR S~ 10
1L, 10 X High ROX Reference Dye Z IWIEWR K 2 pl.
Em G YA ¥ 0.5 pl, B DNA R
2 pL,DEPC /KN & SR 20 pL, PCR B %1 K

95 CHAEME 15 min, 1 MEH LSRG 95 C 15 s A1,
65 CiB K IEAH 45 s, 3k 45 ANPEFR, LU Us KN 2
LR ER 3 WA 2 ikt miR-135-5p
I FOXN3 AYFH X F I8 K,
1.2.3 RREREH

itk GDM A A RIEIRES R B & AT O, 1
F 77 05 R i 6 B L R I L SRR IR AR g LR
AKad 2 B A L IRAT e LB AR LA g B A L
ZE B AEKEILLERIL.EZIILLBILENE
SERN
1.3 %itsam

K HH SPSS23. 0 B X $dig itk 17 b . IER AR
BT RR ) o« s o AR R ¢ K505 11
BOF KL LGRS H o e s L AR Fe 3R T XP KB
K H Pearson #H ¢ 43 #1 miR-135-5p. FOXN3 /K 5
JIg AR5 RO A O8] $5 AR 0 A S M 2 T &K logistic [ 14
38T GDM B R AEA RIEIRE /B2 m H & kA
Zi # L AE %7 fE (receiver operating characteristic,
ROC) 14k 43 Hr miR-135-5p . FOXN3 /K FEXF GDM H
FHRAEANRAERE R wm A E. L P<<0.05 k22
SHESIHE L,
2 % R
2.1 MmABFe—fEFAATI®

P H E AYAR IS (220 BMIL 22 ] 22k =2 k¥
B R R ST 2 5 RGP >0, 05) . 1
GDM 42 W iR 14 e B B AK TXF R4, 2 7 A 4%
R X (P<<0.05), L 1,
2.2 MM EH0F miR-135-5p A2 FOXN3 K -F 21k

GDM 4 % 1L 3 * miR-135-5p Al FOXN3 7K
R S TR A, 2R A S E L (P<<0.00D),
W& 2,

*®1 74 2B E B I PR 2T #X bE 53 A

- ., I (et %) 7@5‘3‘ BMI @%ﬁ%iiﬁéﬁﬁﬂfﬁ 7@%} B =2 B (F s 8O
(z+5s,kg/m?) (x+s5,kg) (£, i) [n(%)]

PO E 112 27.16£3.07 23.1943.21 16.27+2.81 38.424+1.51 38(33.93) 1.4740. 33

GDM 4 153 27.294+3.11 23.5443.52 15.634+1.94 38.2141.63 54(35.29) 1.5240. 39

t/X* —0.338 —0. 829 —2.193 1. 068 0.053 —1.099

P 0.736 0. 408 0.029 0. 286 0. 818 0.273

x2 4B #E M miR-135-5p #1 FOXN3 /K ER

2.3 W& ISR A HE AR R AT A L
GDM 41 i % TG. TC., HbAlc, FINS, FBG &

HOMA-IR W & & FXF B4 , HOMA-B BH A% T X% 1]

L& (x+s)
21 51 n miR-135-5p FOXN3
Xif B4 112 1.03+0. 29 0.4740.09
GDM £ 153 2.7640.87 1.5240. 61
t —20. 229 —10. 768
P <20. 001 <20. 001

H,ERHG ¥ X (P<<0.001) , i W41 3% LDL-
C F1 HDL-C /K F Xk 2 % L& it = & X (P >
0.05), L3k 3,

2.4 RPRIERZ B A AN

GDM 4077 K Wi 2 41, G I B 8% 7 41, & 1 &
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9, FoK RIS G 5 B, KT 2 4 0, B A L
LR IMAE 2 9 7 A2 LA I pE 4 ), 87 AR L= 2 1 ]
iR A AL 2 6], B RJL 5 i, B L 16 B, i L

BNEE 26,

* 3 FAEERRBMBER G IERATLL ST (2 L)
S popitiik GDM 4 p

(n=112) (n=153)

TG(mmol/L) 2.7940. 68 3.58+0.72 9.031 <<0.001
TC(mmol/ L) 4.9241. 26 6.294-1. 87 6.716 <<0.001
LDL-C(mmol/L) 2.684+0.73 2.754+0.82 0.719 0.473
HDI-C(mmol/L) 1.4640. 22 1.41+0. 24 1.735 0. 084
HbAle(%) 4.8740.53 6.3141. 14 12.417  <<0.001
FINS(mU/L) 7.36+1.15 10.46+1.34  19.733 <<0.001
FBG(mmol/ L) 3.68+0. 81 5.29+0.93 14.689  <<0.001
HOMA-IR 1.8740. 69 3.6210.71 20.057  <<0. 001
HOMA-B 63. 75+11.42 41.83749.76 16.799  <<0.001
2.5 FRR R4 B i P miR-135-5p . FOXN3 & fig

A Fe HE 4K T 38 AR 5T b
FR3E GDM 2 012 75 % 7 AR B GE R 44 R 1 0L

2.7 % GDM B F X ARRAEIRE AN S B F lo-
gistic & )2 5 #

P GDM BB & & AR RAEIRES =) hy H A &, LA
miR-135-5p.FOXN3.TG.TC. HbAlc,FINS,FBG., HO-
MA-IR Al HOMA-B 2 A 728 &, # 17 logistic [Al 4 43
r, 45 B & 78, miR-135-5p. FOXN3, TG. HbAlc,
FINS.HOMA-IR fil HOMA-B8 & GDM H # %k 4: K~
RAEIRZE R S22 (P<<0. 05) , L 5,

2.8 ik miR-135-5p.FOXN3 K F 2+ GDM & & &
A R Rk 2 B o T 18

miR-135-5p T GDM M & 4K R 4T IR 45 R
B £ R i fH Carea under the curve, AUC) & 0. 874
(95%CI:0. 819~0. 929) . e fE# WA~ 2. 58, R
FE R 82.98% AR E N 72. 88% ; FOXNS3 #iill] GDM
BERAEASREIRS R AUC R 0. 813(95%CI -
0.745~0. 871), I HE M Wr {6 A 1. 57, R E R
77.60% BRI N 68.97% s A BCA BN GDM iR
BEREEARARBEWRS K AUC 0. 931 (95% CI .
0.890~ 0.973), 7 B B &y 84. 48%, F¢ & & N
T4.47%  H AR A2 WA (E AR T miR-135-5p,
FOXNS3 4% H 5 #ii (P <<0. 05) . W& 1,

HA KRG RBHH =090 M RARH (=59 £4 FEFPERERHEE miR-135-5p. FOXN3 R gt
B, 45 Ja A B 4H R L T miR-135-5p, FOXN3, R 8 38 AR K X EE S (2 )
TG.TC.HbA1c.FINS.FBG X HOMA-IR B i & T S BT SRR LA
S5 RAFAL HOMAB K T45 R B F 4l 2 e geit 2 (=0 (=59 F
P (P <20.001), 1M PY 41 & # LDL-C 1l HDL-C miR-135-5p 1. 860, 72 3.284:0.94  —10.534 <<0.001
AKP X H 22 52 RHET R (P =0.05) . W3 4. FOXN3 1.2940. 14 1.8740.29  —16.577 <<0.001
:};& ﬂzi‘i’i H;l;lii;p‘l:()XNg ¥ 5 RR#A TGC(mmol/L) 3. 2470.75 4. 11£0.90  —6.459 <<0.001
- 1‘_ 5T AR 7 . TC(mmol/ L) 5.491.51 6.841.96  —4.789 <<0.001
FBGY;}QRP_Il(ii/_IE/)%p—Ii ;?giﬁ ;(Z rTLOZI;?IOC ‘31;171\\13‘ LDL-CCmmol /1) 2.7140.79 2.8340.85  —0.881  0.378
412.0.394..0. 501.0. 305.0. 512, P<<0. 05). 55 HO- HDL-C(mmol/L) 1.3970.19 1.4340.26  —1.097  0.274
MA-B 5 A X (- = — 0. 424, P<00. 05) ; FOXN3 15 HbA1e(%0) 5.2740.93 6.541.21 —7.307 <<0.001
TG.TC.HbAlc.FINS.FBG & HOMA-IR ¥ 5 iF 41 FINS(mU/L) 8.98+2.16 13.5342.49  —11.950 <<0.001
% (r=0.405.0.441.0. 376.0.513.0. 347 .0. 297 , P <~ FBG(mmol/L) 4.7940.82 6.5251.04  —11.436 <<0.001
0.05), 5 HOMA-8 £ it % (r = —0.392, P<< HOMA-IR 3.2140.89 4.18+0.94 —6.421 <<0.001
0.05), HOMA-B 49.76+10.53  34.92+9.04 9.269 <<0.001
x5 GDM EEARAIRERHNBR ARSI
A5 B SE Wald P OR 95%CI
miR-135-5p 1.279 0.232 9.809 <<0. 001 2.763 1.416~3.792
FOXN3 2.053 0.413 8. 454 <<0. 001 2.341 1.306~3.521
TG 1.019 0.427 4.682 0.018 1.478 1.073~2. 458
TC 0.326 0.215 1.527 0.132 1.036 0.742~1. 816
HbAlc 1.294 0.528 5.438 0.015 1.572 1.149~2.758
FINS 1.372 0.354 8.172 <<0. 001 2. 289 1.287~3.275
FBG 0.875 0.507 1. 829 0.086 1. 147 0.829~2.037
HOMA-IR 1.724 0.618 5.082 0.006 1.623 1.208~2. 784
HOMA-3 —2.118 0.532 7.315 <£0. 001 0.848 0.474~0. 992
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100-45 5B (%)
B 1 % miR-135-5p FOXN3 7k EFM GDM £ &
EERRIFIRERBH ROC H %

3 i+ i

GDM J&—Ff i T 4F Ui 109 1 2 B A QI 2= AL T 1Yy
P » T HE N F 0 F 30 v L L L DR R
A LA A L R L %5 9 & & 2 5 9F BAR I 28
AAEFN 2 ROE PR B KR S T 2 Ak
1 GDM & i L 8 i AS B 8 22 BN Sk F i 5 25 41K
PO K B AR KT 43 WA R A OC , GDM. | g B A
it 2 AL A4 XoF i S5 2R U e I AU T 3 B0 A O B s AR
W EY . BEE RN MR R AL R R
Pt S5 435 0 TR B 3R A IR AT T, Sf g ) = 4 4
it 1 5 2 AR T R R D R A 2 b
b VR R U055, A2 1 A0 R 20 2R B R HRPL . AN RE
R R AW = o B U A T A =S 5 i
A GDM & YR 45 Jay B9 AR SC bR 3 9, X 282 7= i ik A7 B 2
T8 RN B B, 6 e [ R LA R4 R BT AR

Sk 22 B BF 5% 6 W, miRNA 454 47 5 i SNP
EGRETE SO 1045 5 5 W DR B HE O R IE A 22 Bl g
M & AR T . BFSEHE L miRNA 218 o B
Y AR SR —Fh A EZAE AW =B .
IR KT 19 48 A6 A 5 8 508 R v B Y e R
B, miR-135b B & AW JR 95 K8 IR s
B B s h R BT, B S B /NS R 4l
RSN R R A = | i R P e o <Y
M A BRI OB PR B R I R miR-
135-5p 7K BH & T & L 1 FL i 7K - B9 28 1k 5 0 IR 9 B
o 1 o 175 2 R R O, 2 52 M W PR ' e R R 1) ik ST FE
B DR, M TTORE IR A GDM A5 DL B0 8 4% 2 S
il AWFFE AR T miR-135-5p £E GDM & g i
Fdk K B Xt 2 10N KU R 45 R 10 52 L 45 SR Ok B
GDM 4 {35 MLE ' miR-135-5p 7K ~F- W] i /& T+ ft J
R A R4 B M B miR-135-5p /KB i
BT R R, & GDM BE A BT IRES R A 52
K%, X GDM B E A R IRES 5 B A — 12 B
H. XUt B miR-135-5p /K *F F+ w5 v LLH] T 3 Al
GDM & AR EIRSS /. o e A J& miR-135-5p
LA 00 ) A48 R A 1) D) T L 0 3% AN AR 3 5 D) RE A2 4
T FECF W R LT SEE P R85 R0

KA,

FOXN3 & FOX MM A Z —, A KL m
DNA Z5# 3k, 2 585 ik &K 8 4 A4 K 5 ot
FEU L MIOCHFSE B L 7R IF I f FOXNS 3 JF R ik £
e IBE T v L T AR FOXINS f ) 5 5L A1 0] £ {ifi 3
11 23 i i B PR, FOXNS JE X 5 51) 25 5 nf fig 45 1
Lk Y R R MURME . ARWF SR T FOXNS
 GDM B 1 E oK V- K X AN RAE RS R 152
Mo, 25 5 & B GDM 41 2 35 1l i h FOXNS 7K B i
o TEEZR I L A5 R AN B4R I FOXINS 7K
WA T45 R B A4, /2 GDM B 3% B AT IR 45 J=) (1)
M E X GDM B E AR ERE R EA —E M2
Wil . 5T & B, B AR AR AR ZE Bl 2 GDM &
W Y FEZE L GDM AR 8 2 0L . 5 BUIR o) i 3
o, a5 o B A S AR R Kt Bl 2 T, B GDM
B — A IR IR S . AW SE & B miR-135-
5p fil FOXN3 KF5 TG, TC.HbA1c,FINS,FBG &
HOMA-IR ¥ 1IEM ¢, 5 HOMA-8 2 fuAH 5 . i H
TG, HbAlc, FINS, HOMA-IR il HOMA-8 1 3}
GDM B &R B AT IR 25 )5 09 5 R &K L Ui B miR-135-
5p . FOXN3 7/KF 5 Bg A FpsAC ¢ R &% U) . $oR
I R AT EE X 3k S 5 F5 AR 45 T 2% DI 5 7 L i 0T AR B
5T 1% it o 3R A R P 0O R 45 Ry 10 & Ak DR IN T g
J& miR-135-5p Al LU 4% 58 i (H 7 19 22 3k . (8] 32 5%
B A L e 38 I 5 e S AT 0 2 B RN AR E TR T Y
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