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[ Abstract] Objective

da tropicalis,and to evaluate its clinical application value. Methods

To establish a quantitative PCR (qPCR) rapid detection method for urine Candi-
The specific primers were designed on the
intra-transcriptional spacer 1 (ITS1) between the ribosomal RNA-coding genes (rDNA) of Candida tropicalis.
The detection method for Candida tropicalis was constructed by the qPCR analysis system; this method was e-
valuated by the limit of detection (LoD),limit of quantitation (LL1oQ) and analytical specificity. Its clinical ap-
plication was evaluated by the urine sample detection. Results The LoD and L1oQ of the method for pure bac-
terial liquid were 10° CFU/mL. The LoD and LloQ of the method for urine samples were 10° CFU/mL. All u-
rine specimens containing Candida tropicalis had amplification and had no amplification for the urine samples
with negative culture or containing other pathogenic bacteria. Conclusion This study has successfully con-
structed the qPCR rapid detection method for urine Candida tropicalis with low LloQ and high specificity.
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1 CTGATTTGCTTAATTGCACCACATGTGTTTTTTATTGAACAAATTTCTITGGTGGCGGGA| 60

61  [GCAATQCTACCGCCAGAGGTTATAACTAAACCAAACTTITTATTTACAGTCAAACTTGAT 120

121 TTATTATTAICAATAGTCAAAACTTTCAACAACGGIATCT 158
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FARRLE
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1-3 8 53-54 1
4-5 1 62 1
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9 14 72 3
10 1 75 1
12 20 76-77 1
13 1 78 2
14 2 81-82 2
15 1 86 7
15-16 1 97 2
16 1 98 2
17 2 105 1
18 5 106 1
19 4 111 1
21 1 112 11
23 1 118 1
24 1 118-119 1
24-25 2 120 1
26-27 2 121 1
27-28 3 128 1
33 1 130-131 1
35 4 131 1
47 4 132 1
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50 1 133-134 2
52 1 135 1
53 1
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107 13.88  0.10 0.72 13.62  0.36 2. 64
10° 17.37  0.03 0.17 17.49  0.25 1.44 20.84  0.11 0.52 21.22  0.53 2.51
10° 21.23  0.33 1.55 21.89  0.61 2.78 24.64  0.12 0.49 25.04  0.65 2.59
10" 26.98  0.44 1.63 26.63  0.89 3.35 27.99  0.78 2.78 28.26  0.73 2.58
10° 29.48  0.08 0.27 29.49  0.40 1.37 31.23  0.85 2.72 31.73  0.81 2.55
10° 31.31  1.02 3.26 31.85  1.09 3.43 34.82  1.06 3.05 34.92  1.06 3.03
10" 34.52  0.98 2.83 34.98 1.0l 2. 88 35.38  0.22 0.62 34.95  0.68 1.94
10° 34.68  0.24 0.70 35.54  0.42 1.18 35.16  0.77 2.19 35.01  0.91 2.61
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KB AR I R R, X 0T BB 5 P B A S B
M PCR ¥ 38 2 48 A [ A7 6. A 5% i BA
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