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Effects of different feeding practices on the intestinal microecology of infants

with food allergies based on 16S rRNA gene sequencing analysis "
WANG Jing HUANG Liying ,LU Junjia YU Xia”
(The Third Affiliated Hospital of Guangxi Medical University /the Second
Nanning People’s Hospital s Nanning sGuangxi 530031 ,China)

[Abstract] Objective To analyze the effects of different feeding practices on the intestinal microecology
of infants with food allergy by 16S rRNA sequencing. Methods The illumina high-throughput sequencing
technology was applied to detect the microbial 16S rRNA-V3 region in the faeces of food-allergic infants (44
cases) and healthy infants (12 cases) ,and to analyse the differences in the intestinal flora of food-allergic in-
fants with different feeding practices. Results (1) The mean number of OTUs in the faeces of hand-fed and
mixed-fed food-allergic infants was significantly higher than that of breast-fed food-allergic infants and healthy
infants, with statistically significant differences (P <C0. 05). (2) The relative abundance of the phylum myco-
bacterium, clostridium and actinomycetes showed significant differences between the four groups (P <C0. 05).
(3) Species annotation showed that the best taxonomic level for all samples was family,and the groups con-
tributing the most to the difference between the four groups were ruminobacteriaceae, bifidobacteriaceae and
bacteroidaceae. Cluster analysis of all samples showed that the breastfeeding group and control group,and the
artificial feeding group and mixed feeding group had high similarity. Conclusion Food allergy may be associ-
ated with alterations in the intestinal microecology due to feeding patterns.
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