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[Abstract] Objective To explore the effect of CircRNA-1565 on the proliferation,cell cycle and apopto-
sis of non-small cell lung cancer A549 through ten-eleven translocation 2 (TET2) gene. Methods QPCR was
used to detect the expression of CircRNA-1565 in lung cancer tissues,adjacent tissues,and different lung canc-
er cell lines. At the same time,the A549 cell line with high expression of CircRNA-1565 was selected and di-
vided into the control group (normal A549 cells) ,the negative control group (transition) A549 cells transfect-
ed with negative plasmid) and the experiment group (transfected with silencing CircRNA-1565 plasmid A549
cells). MTT was used to detect cell proliferation activity in each group,cell cycle and apoptosis rate were de-
tected by flow cytometry,and Western blot was used to detect the expression of TET2,cyclin D1/E1 (Cyclin
D1/E1),cyclin-dependent kinase 1/2 (CDK1/2),B-cell lymphoma 2 (Bcl-2),Bcl-2 related X protein (Bax),
poly ADP-ribose polymerase (PARP). Results Compared with the adjacent tissues, the expression of Cir-
cRNA-1565 in lung cancer tissue was significantly up-regulated (P<Z0. 05) ; compared with the control group
and the negative control group,the proliferation activity of A549 cells in the experiment group significantly re-
duced,the number of cells in the G,/G,,G,/M phase significantly increased, S phase cells significantly re-

duced,and the apoptosis rate significantly increased (P<C0. 05) ; Western blot results showed that the expression
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levels of TET2 protein,Cyclin D1/E1,and CDK1/2 in the experiment group were significantly down-regula-

ted,and the expression level of the apoptotic protein Bax, PARP significantly increased (P <C0. 05). Conclusion

CircRNA-1565 can promote the proliferation and inhibit apoptosis of non-small cell lung cancer A549 cells.

The mechanism may be related to down regulating the expression of TET2 gene,regulating cell cycle proteins

and activating the expression of apoptotic protein pathway.
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