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[ Abstract| Objective To investigate the expression and prognostic value of heat shock protein B7
(HSPB7) in gastric cancer. Methods Immunohistochemistry SP was used to detect HSPB7 and p53 protein
expression in 73 cases of gastric cancer and adjacent normal tissues,and their relationships with clinicopatho-
logical parameters were analyzed. Spearman’s rank correlation analysis was performed to analyze their correla-
tion. Kaplan-Meier survival curves and Log-rank tests were used for survival analysis,and a Cox proportional
hazards model was applied to analyze prognostic factors. gqPCR was used to determine HSPB7 mRNA expres-
sion in 22 cases of gastric cancer and normal gastric tissues,and differences between cancer and normal tissues
were analyzed. Data from The Cancer Genome Atlas (TCGA) database were used to further analyze HSPB7
mRNA expression differences between gastric cancer and normal tissues and their relationship with clinico-
pathological parameters. Results HSPB7 was mainly localized in the cytoplasm,and its expression in gastric
cancer tissues was significantly lower than that in adjacent normal tissues (P <C0. 05),and its expression in
gastric cancer tissues was related to TNM stage, tumor invasion depth,differentiation degree and lymph node
metastasis (P<C0.05). The expression of p53 in gastric cancer was significantly higher than that in adjacent
normal tissues (P<C0. 05) ,and the expression in gastric cancer tissues was correlated with TNM stage, tumor
invasion depth and differentiation degree (P<C0. 05). Spearman rank correlation analysis showed that the ex-
pressions of HSPB7 and p53 were negatively correlated in gastric cancer (r=—20. 351, P =0, 002). The 5-year

survival rate of patients in the positive group was significantly higher than that in the negative group (X°=

ELTIE . D484 BT DA @B 5t 2 2020 AE SRR H (202024), 2 JBE1E#E . E-mail: Chenjin404 @ sohu. com,



1624

FTREF 2025 F 7T AF 5455 78

10.611,P<C0.001). Compared with gastric cancer tissues,the mRNA expression level of HSPB7 in adjacent

normal tissues was significantly higher (r = — 6. 180, P <0. 001). The results of bioinformatics analysis

showed that the mRNA expression of HSPB7 in normal gastric samples was significantly higher than that in gastric

cancer samples (P<C0.001) ,and it was related to age, pathological stage and T stage (P<C0. 05). Conclusion HSPB7

protein is expressed at low levels in gastric cancer tissues,and it is closely related to the clinicopathological pa-

rameters and prognosis of gastric cancer patients, which may be used as a predictive index of gastric cancer

malignancy. In gastric cancer tissues,they may have antagonistic effects in tumor progression,and their related

signaling pathways need to be further explored.
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Jr B . AN R 0 A3 (BAME B P Y ) L 1
Ay CEBHPE BIIR B ). 2 43 (PR, BIRR B ). 3 4%
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1. qPCR 05556 b ) 56 W Fal it gPCR IE 205050
X} HSPB7 mRNA kTR . JEHEM.95 C 3
min,95 ‘C 15 5,60 C30 s; HAFIHF 45 Wk, R 2 ¢
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*1 514 51
A EmG —3D KRG =3 b0 B
GAPDH(H %) TGG GTG TGA ACC ATG AGA AGT TGA GTC CTT CCA CGA TAC CAA 126 bp
HSPB7 GGA GAC GCC TAT GAG TTT GC GTG AGC GAA GGT GTT CAT GAC 138 bp
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AR R /N Bk B B B TG O (P > 0. 05), WL
*2,
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) HSPB7 p53
Iﬂﬁ n
BH 4 B 44 Xt P FH 4 B 44 x* P
P 0.018 0. 894 0. 046 0. 831
% 50 16(32.0) 34(68.0) 36(72.0) 14(28.0)
% 23 7(30. 4) 16(69.6) 16(69. 6) 7(30. 4)
AR 0. 009 0.926 0. 001 0.977
=65 % 28 9(32.1) 19(67.9) 20(71. 4) 8(28.6)
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TNM 43 15.348  <C0.001 9. 540 0.002
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10 000 ; . 10 000 o
& i #i, P
3 T 53%, ','u -
0 —é— 0 * o i —a—

A EEBEN B B <60% =605 c ES 5
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D | 4 114 I vV E Mo M
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0.210 P<0. 001
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x5 EMBEEEWEK COX k6 R EE 54
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i H B SE Wald P HR
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HSPB7 (FAPE ws. Bl —1.736 0. 602 8. 324 0. 004 0.176 0.054 0.573
TR BE (RS vs. R R 1.048 0. 386 7.394 0.007 2. 853 1. 340 6.073
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S ) 2N EEEEMER COX b5 KUk #3258
95%CI

i H 8 SE Wald P HR

THR kR
TNM I CIN -+ V3 s, 1T I+ 103D 0.699 0.324 4. 657 0.031 2.011 1. 066 3.794
R (T3~T4 vs. T1~T2) 0.700 0.327 4.568 0.033 2.013 1. 060 3.823
MRS O vs. T8 1.092 0.387 7.971 0. 005 2. 980 1.396 6.361
(=65 4 vs. <65 %) 0. 004 0.333 <<0. 001 0.991 1. 004 0.523 1.927
PR s, &) 0.029 0. 340 0. 007 0.933 1. 029 0.528 2. 005
K>3 em vs. <3 cm) 0.220 0.335 0.432 0.511 1.246 0. 646 2.404
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FEAIRES  SOIRBERR MO L4 VIR 58 2 M (cardio-vas-
cular heat shock protein,cvHSP)'™ | 4E R /NK 72
FEEE 0 — 5, HSPB7 19 4 6 fk 2 47 T 1p36.
23-p34. 3, A TRZN 20X 10°, H N 35 741 3k [A]
FH L BB ARSI o SRR 145 48 BB 4 6
C U4 A I, MR AL & 29 169 DR LM FE LS, RO
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P ANEREE 2 v 4 5 L IE R A e Th DL g
FE O I R AR 27 A HE B A0 R A 56 5 9 45 T T A
WAARIE AT HSPB7 3841 LRI E &4 T
— g 3 AR By IR FE B R B OBF 5T P, 6 T
HSPB7 5 — %6 [l i A SCPE 808 — $2 10 18k, B Al
IF S 109 Jof 988 A5 I PR 4 L1 B R L TR N RS L
- FLAR g AT A R A L R W] HSPBT B — R AT
A0 B4 PR 3 1 PR . A AR 9 A T X i A A0 B 45
B A28 AL SRS O, HSPBT A &5 W o E Ay
T m) o S AE R, L o R ) E B R R R BT
HSPB7 X 4 [ fiff 1) 410 i o F 4K b 98 40 B 1 X 1 B
J1. M R 8 & RS . NADERIY SiE 52,
HSPB7 ¥ fi bk 2 J& » N JE L 9 40 M B9 3% 58 17 %
B — 7 Wk, R % B HSPB7 15 286 [ i 52 (K H ¢
FYE 5 45 H (steroid receptor associated and regulated
protein, SRARP) 1) #8 H.E F %} 1t 8 & 5% /& (androgen
receptor, AR BH P4 J 40 it %) 41 ) 7= Az BUA (4 5
YUE %2 ZE 3R 58 NaB 41 17 i 0k 40 B 5 19 20 e
5 RN A 28 4 1 1 T LR 0o R P & B M T OE
AR TR B 40 M, HSPB7 76 1 6 5 4R 48 i g of
SEEEH AR I R s AR A . O HL A0 i SRR R S
Bk — 20 &I, HDAC] 3 i 41 85 11 B £ 19 225 12 1 DA
KR FBR% HSPB7 ik i H 1. 248k NaB iy A2 5%t

HDACT B 235 7= 24 4 %0 3 il . A TAT L 98 HSPB7,
I J M TR 248 A g 40 P 7 4= 28 ik ) st s B E HSPB7 1Y
b F IR A2 2 B G M A, S22, NaB 7E R SR 28
it 38 T 3 B F A g S R 2 B HSPB7 B D0 3R B 7
M. AE i B, HSPB7 19383kt & 32 31 M 0 %
Sy — Se SR AR SE N BT R Y L A WE IS AT T 2 R AT
RIE B Chepatitis B virus, HBV) AH 3¢ 5. 8 1T 41 g g8
M — Z 5 R 58 B . 25 R R B A A T e Al 4,
HSPB7 [ HSPB6. HSPA6., HSPB2 1 HSPB3 % %
W A AR AR A S P Rk B, XING
HT TCGA il 2> ¥ & B, HSPB7 78 15 N JE 98
FHH I A AR R AR AS L Rl HSPBT 9 1 263k Xt
FTEMNBEEAGERAORIECEZ, bt i
HSPB7 7675 NI o 0 B 8 BUS (. — 36 F
Jiti 6 98 14 BIF 5% 3F 52 . HSPB7 5 LINCO01936 A 5 % &
Hgh &% el 2 5 b - 78 R 7 L il PISK/
Akt/mTOR 3 #8442 il i e 240 0 1 0 1k ik JB 2 . 7
e BT 7 A AN B 4 I A R R R AR R 2
T HE N TR 0 - 20 R e T A TO0 s 3 S A M T
o R 200 b AR B 1 40 23 4 A0 A5 A R e Al R 1Y 12
78 R R G5 TR BE A9 B R T R A &
Jry e B - ) FE R A SR A A B R AE N R £
BR kR 2 2 BT HSPBY 1] fig il |- -JA]
TR AL S 5 B R0 I R 0 S — Fh A AR Y 3 B
5 IR A ST &5 R — 20, AR AT R A BT 58 IE
WAL, HSPBT IRK 35 T B 4121, I HL K & i
TNM 43 8 ik EL 25 5645 o AR B R R B2 A AN )
M2 I AN F R IR KTV, o B, BimaE
AN BTG A S8 B I R 2 —(f & HSPB7 WA %
ik, DL g5 ne g st — A AH X W 45 2 . A B
M1 78 A6 45 kA F g Je ol # v, HSPB7 AT RE 78 24
— AR R L BRSO B R 12T KOS $E At
EIRUNISL iR

A Sy o Sk A g B TR, p5 3 ELA B K 58 AR
PR — 2 0 NS E 2 B DL R
p53 HEPZEAE XA B A BUE TG P 548 8 p53 fiE
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