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[Abstract] Objective To analyze the expression,biological functions,and potential molecular regulatory
mechanisms of synaptojanin-2 binding protein (SYNJ2BP) in epithelial ovarian cancer. Methods Clinical
specimens from 73 patients treated at Rugao People’s Hospital and Affiliated Hospital of Nantong University
between September 2018 and September 2022 were collected,including 53 epithelial ovarian cancer tissues and
20 normal ovarian tissues. A retrospective analysis was performed to examine SYNJ2BP gene and protein ex-
pression and its correlation with clinicopathological features. The effects of SYNJ2BP overexpression on pro-
liferation,apoptosis, migration,and invasion abilities of epithelial ovarian cancer A2780 cells were assessed via
CCK-8 assays,colony formation assays, cell cycle analysis,apoptosis assays, Transwell migration assays,and
wound healing assays. Western blot was used to detect the impact of SYNJ2BP overexpression on ERK1/2
protein phosphorylation and c-Myc protein expression in A2780 cells. Results The expression of SYNJ2BP
was significantly downregulated in epithelial ovarian cancer tissues,and its expression level was significantly

correlated with FIGO stage, tumor grade,and histological type (P<C0. 05) ,but not with other clinicopatholog-
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ical features. CCK-8 and colony formation assays demonstrated that the proliferation level of A2780 cells in
the pcDNA3. 1-SYNJ2BP group was significantly lower than that in the pcDNA3. 1-NC group (P <C0. 01).
Flow cytometry with PI single staining revealed altered cell cycle distribution in A2780 cells of the pcDNAS3. 1-
SYNJ2BP group,with cells arrested in the S phase and a significantly increased apoptosis ratio compared to the
pcDNA3. 1-NC group (P<C0.05). Transwell assays showed that the number of A2780 cells invading through
the artificial matrix membrane in the pcDNA3. 1-SYNJ2BP group was approximately half that in the pcD-
NA3. 1-NC group (P<C0.01). Western blot results indicated downregulated expression of ERK1/2 and c-Myc
in A2780 cells of the pcDNA3. 1-SYNJ2BP group compared to the pcDNA3. 1-NC group. In nude mouse
tumors of the pcDNA3. 1-SYNJ2BP group,compared to the pcDNA3. 1-NC group, SYNJ2BP expression was
upregulated while ERK1/2 and c-Myc expression was downregulated,consistent with the cellular-level expres-
sion results. Conclusion Low expression of SYNJ2BP is observed in epithelial ovarian cancer tissues, and
overexpression of SYNJ2BP inhibits the proliferation and invasion abilities of epithelial ovarian cancer cells.

This suggests that SYNJ2BP may serve as a potential tumor suppressor in epithelial ovarian cancer and could

be considered as a prognostic typing marker or potential therapeutic target for ovarian cancer.
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