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[Abstract] The Schlafen 14 (SLEN14) gene is a member of SLEN family. It is expressed in human, mice

and other species,and is involved in cell growth regulation,differentiation and other processes. This article re-

viewed the structure,main characteristics,location and function of SLFN14 gene,as well as its research pro-

gress in related diseases,in order to provide references for further research on SLFN14 gene.
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