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[Abstract] Objective To investigate the impact of intrauterine infection combined with perinatal antibi-
otic treatment on early neonatal gut microbiota. Methods Forty-six full term neonates delivered and hospital-
ized in the Pediatrics Department of Women and Children’s Hospital of Chongging Medical University from
January to June 2022 were selected as the study subjects. They were divided into the observation group (hav-
ing,n=22) and the control group (not having,n =24) according to whether or not the mothers having chorio-
amnionitis. The fecal samples were collected from the subjects on 0—2 d and 5—7 d after birth. The high-
throughput sequencing technology was applied to conduct the bacterial 16S rRNA gene sequencing analysis in the fecal
samples. The diversity, classification and relative abundance of gut floras were compared. Results Compared
with the control group,the antibiotics use rate in prenatal and neonatal period in the observation group was
higher,the antibiotic use duration in the neonatal period was longer,and the differences were statistically sig-
nificant (P<C0. 05). The Shannon index on 5—7 d after birth in the two groups was increased compared with
that on 0— 2 d, moreover the observation group was lower than the control group,and the differences were

statistically significant (P<C0. 05). The two groups of gut floras were mainly composed of Proteobacteria, Fir-
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micutes,Bacteroidetes,and Actinobacteria. Compared with the control group, the relative abundance of Pro-
teobacteria on 5—7 d after birth in the observation group was higher,and the relative abundance of Actinobac-
teria was lower, the differences were statistical significant (P <Z0. 05). The two groups of gut floras were
mainly composed of Bifidobacterium, Enterococcus, Streptococcus, Klebsiella, Bacteroidetes, and Escherichia/
Shigella genera. Compared with the control group, the relative abundance of Bifidobacterium, Streptococcus

and Bacteroides on 5—7 d after birth in the observation group was lower, the relative abundance of Klebsiella,

and Escherichia/Shigella was higher,the differences were statistically significant (P<C0. 05). Conclusion In-

trauterine infection and perinatal antibiotic treatment decrease the diversity of early neonatal gut flora,and the

development of specific floras is delayed.
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