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Nucleic acid positive rate and genotype characteristics analysis among patients with

viral hepatitis C in Yongchuan District of Chongqing city during 2004 —2022"
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[Abstract] Objective To analyze the nucleic acid positive rate and genotype characteristics of the pa-
tients with viral hepatitis C in Yongchuan District of Chongqing city during 2004 —2022. Methods All the
hepatitis C patients whose current address was in Yongchuan District of Chongqing City and audited for man-
agement entering in the database of the Infectious disease surveillance System of China Disease Prevention and
Control Information from 2004 to 2022 were selected as the study subjects. The questionnaire survey,nucleic
acid and genotype detection were conducted. The nucleic acid positive rate and genotype characteristics were
analyzed . Results Among 489 cases of viral hepatitis C,there were 286 cases of hepatitis C viral nucleic acid
(HCV-RNA) positive (58.49%) ,the positive rate of males was 64. 63 % ,which was high than 49.23% in fe-
males,and the differences was statistically significant (P<Z0. 05). The HCV-RNA positive rate had statistical
difference among different professions,cultural levels and medical insurance types (P<C0. 05). But the HCV-
RNA positive rates had no statistically difference among different ages, marital status,incomes and permanent
residences (P~>0.05) . A total of 285 cases of single infection subtype and 1 case of 1b and 6a mixed subtype
were detected out. The single infection subtypes were mainly the 1b type (56.45%),3b type (12.89%) and 6a
type (13.24%). Conclusion The positive rate of HCV-RNA among hepatitis C patients in Yongchuan Dis-
trict during 2004—2022 was 58. 49 % ,more than half of the previous cases are still the active infected persons
requiring the antiviral treatment. The HCV genotype is mainly the 1b type,followed by 3a,3b and 6a types. It

is necessary to further mobilize the treatment of previous patients with hepatitis C and improve the treatment
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rate and clinical cure rate.
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