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Study on the molecular difference between condyle osteochondroma

and type | condyle hyperplasia”
ZHAI Han .YAN Ying L1 Rui .L1 Yong XU Jie”
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Chongqing Medical University ,Chongqing 401147 ,China)

[Abstract] Objective To compare the differences in molecular features of condylar osteochondroma
(OC) and type I condylar hyperplasia (CH). Methods A total of 14 cases of type | condyle hyperplasia and
9 cases of condyle osteochondroma were collected in this hospital. The tissue sections were stained with safra-
nin-fast green and anti-tartrate phosphatase (TRAP). Cartilaginous and osteogenic gene differences were de-
tected by the immun of luores cence and real-time PCR. The proliferation capacity of condylar OC and type [
CH was compared by CCK experiment. Results Safranin and fast green staining and TRAP staining revealed
that the two diseases had different pathological characteristics. COL2al, Sox9, PCNA, Nestin, OCT4, Cyclin
D1,CCNB1,MIP, TGF-81,FGF-2 and IGF-1 gene were highly expressed in condyle OC than that in type [
CH plasia. COLla2 and Runx2 gene were highly expressed in type | CH than that in condyle OC. Conclusion

Condyle OC has a higher proliferation rate than type [ CH. It may be driven by abundant growth factors in
condyle OC,which can promote chondrocyte proliferation.
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S 1] ACACCAGGTTCACCAGGTTCA
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2] GGTATTTGTGGCAGCATATTCTCAG
Sox9 1 640
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iEm CGCCATCTTCAAGGOGCTGC
S In) CCTGGGATTGCCCCGAGTGC
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S 1] GCATTCGTGGGTTGGAGAA
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iEm GGGAAACTGTGGCGTGAT
B In) GAGTGGGTGTCGCTGTTGA
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