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[Abstract] Objective To investigate the correlation between MIR892B and CDK1 gene copy number
variation (CNV) and malignant progression in triple-negative breast cancer (TNBC). Methods The whole ge-
nome CNV data and prognosis data in 153 cases of TNBC were obtained from the Cancer Genome Atlas (TC-
GA). The GISTIC2. 0 software was used to analyze the whole genome CNV in the tumor for screening out the
hotspot genes of CNV,and conducting the correlation analysis on the progress and prognosis of the patients
within 5 years. The data in 88 cases of TNBC in the Jiangmen Municipal Central Hospital from January 2012
to December 2015 were collected and arranged. The fluorescence quantitative PCR was used to detect CNV of
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MIR892B and CDK1 genes in tumor tissues,and their correlation with the prognosis of the patients was ana-
lyzed. Results The whole genome segments analysis in TCGA showed that 3p26.1,10q21. 2 and 19q12 were
significantly amplified in the tumor tissues of 32 patients with progress within 5 years,while 6p21.1,11ql3. 4
and Xq27. 3 were significantly amplified in the tumor tissues of 27 patients with non-progress. 4pl3 and
12q24. 32 were significantly deleted in the tumor tissues of the patients with progression, while 13g22. 2 and
19p13. 3 were significantly deleted in the tumor tissues of the patients with non-progress. In TCGA and the
samples of the Jiangmen Municipal Central Hospital,only the amplification situation of MIR892B (Xq27. 3)
was correlated with the progression events of TNBC patients within 5 years, moreover the five-year survival

prognosis of the TNBC patients with non-amplified MIR892B (Xq27.3) or CDK1 (10q21. 2) amplification
was worse (P<C0.001). Conclusion CNV of MIR892B and CDKI1 in TNBC is correlated with the malignant

progression of the patients.
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