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[Abstract] Objective To investigate the effect of chromosome microarray analysis (CMA) combined
with chromosome karyotype analysis on the screening efficacy of fetal structural abnormalities. Methods A
total of 131 pregnant women with fetal structure abnormality,adverse pregnancy history or chromosome ab-
normality in one spouse of husband and wife prompted by prenatal ultrasound diagnosis in 901 hospital of In-
tegrated Logistic Guarantee Force from June 2018 to October 2019 were enrolled as the study subjects,and
were divided into the CMA group,karyotype analysis group and combined group according to different exami-
nation methods. The fetal chromosomal abnormality situation by different detection modes,and chromosomal
abnormality situation in the CMA group and karyotype analysis group with different ultrasound diagnosis in-
dications were observed. Results A total of 26 cases (19. 85%) of chromosomal abnormalities were found in
the karyotype analysis group. In the CMA group, 29 cases (22. 14%) of pathogenic copy number variations
(CNVs) were observed,and compared with the karyotype analysis group,all fetuses with chromosome abnor-
mality were detected out excepting 1 case of balanced translocation and 1 case of low level chimeras. The chro-
mosomal abnormality rate detected in the combined group was 23. 66% (31/131),in which the karyotype a-
nalysis results showed that among 105 cases of normal chromosome,5 cases were pathogenic CNVs detected

by CMA. The pairwise comparison in chromosome abnormality rate among three groups had no statistical difference
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(P>0.05). The difference in the positive detection rate between the CMA detection and karyotype analysis a-

mong the fetuses with different ultrasound examination indications had no statistical significance (P~>0. 05).

Conclusion CMA combined with traditional karyotype analysis can improve the detection rate of chromosom-

al abnormalities in fetal structural abnormalities indicated by ultrasound, which is conducive to evaluate the in-

cidence rate of fetal genetic disease,deformity and disability in structural abnormalities.
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