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Research progress of nasopharyngeal carcinoma related

long chain non-coding RNA "
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[Abstract ] Nasopharyngeal carcinoma is a common malignant tumor, and its prognosis is poor due to
the high recurrence and metastasis rate. Therefore,it is very urgent to explore the occurrence and development
mechanism of the nasopharyngeal carcinoma. In both normal cells and malignant tumors,long chain non-cod-
ing RNA (LncRNAs) plays a key role in multiple physiological and pathological processes through its interac-
tion with DNA,RNA,and protein molecules. This review systematically reviews the latest research progress

on LncRNAs in the field of nasopharyngeal carcinoma, providing a theoretical basis for LncRNAs as possible

biomarkers and potential therapeutic targets for nasopharyngeal carcinoma.
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