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Study of microbial diversity and abundance in lung tissue of
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[Abstract] Objective To analyze the characteristics of lung microbiome with different morphologies in
the patients with lung cancer. Methods The lung tissues (lem from canceration and relatively distant from
the cancerous site) from 19 inpatients with lung cancer treated by lung cancer resection in this hospital during
2019 were collected,and further isolated and conducted the DNA extraction. The 16S rDNA high-throughput
sequencing method through the Illumina platform was adopted to detect the microbiome characteristics of lung
tissues in the patients with lung cancer. Moreover, the statistical method of Metastats pairwise comparison and
Lefse discriminant analysis were used to compare the microbial diversity and difference among different
groups. Results The lung microbial diversity analysis results of the lung cancer patients showed that the ge-
nus level mainly included pallidobacterium (19. 4%) , bacilli of sediment (11. 3%), Acinetobacter (6. 6%),
etc. ;the group Al(tissue at lem from canceration) and group Bl ( tissues distant from the cancerous site)
mainly included Ochrobactrum, sedinibacterium, Acinetobacter, cupriavidus and Amycolatopsis in the taxo-
nomic groups(Top=>20) ,there was no statistically significant difference between the two groups (P>0. 05).
The species diversity analysis showed no statistical difference between the A2 group (small cancer lung tissue)
and the B2 group (non-small cell lung cancer tissue) (P >>0. 05). The species diversity analysis showed that
the species abundance of phyllobacterium in the A2 group was high, while the species with relatively high a-

bundance in the B2 group were Pseudomonas and thermooleophilia,chloroplexi,chloroflexaceae, vibrionales,
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pseudoalteronaceae , Pseudoalteromonas and chloronema. Conclusion There is no difference in microbial diver-

sity in different parts of lung tissues of the patients with lung cancer,and there is no difference between small

cell cancer and non-small cell cancer. The more superiority bacterial colonies exist in the lung of small cell

cancer.
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