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B (qRT-PCR)## CIP2A # FOXA1 # mRNA & & K F, 5t A A %X & T4 & & (ROC) #F #ir CIP2A #=
FOXALl st A mE B 204 ME, ER CIP2A ## FOXAl £AMBAL PHMMBEERXES AN A 82.54%
(52/63)#2 80.95%(51/63) . A B & TR FLHLH 12.70%(8/63)F 11. 11%(7/63) . ZF A% it 5 & L (P<
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0.05);CIP2A 2 FOXAl R A RKF 516 KkBE TNM o8 S BEFKCLERGTHS A X (P<0.05); 4M
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JE W K T @ AR(AUC) A 0. 854(95%CI:0.781~0.911) , A 4 F E 5 3 A 66.67%.91. 84% ; FOXA1
LW A E Y AUC 4 0.904(95%CI ;0. 839~0.950) , RHE B FE 2 A A 84.13%.82.54% ; —F B A4 W
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[Abstract] Objective To investigate the expression relationship of cancerous inhibitor of protein phos-
phatase 2A (CIP2A) and forkhead box protein A1 (FOXA1) in rectal cancer and its clinical significance.
Methods Sixty-three patients with rectal cancer diagnosed and treated in the gastrointestinal tumor surgery
department of this hospital from June 2017 to September 2019 were selected as the study subjects,and all pa-
tients were diagnosed pathologically and underwent the radical resection of rectal cancer,then the specimens of
cancer tissues and paracancerous tissues were collected, the expression levels of CIP2A and FOXA1 protein
were measured by immunohistochemistry.and their relationship with the pathological characteristics of rectal
cancer was analyzed; the mRNA expression levels of CIP2A and FOXA1 were detected by real-time fluores-
cence quantitative reverse transcription polymerase chain reaction (qRT-PCR), and the diagnostic values of
CIP2A and FOXAI in rectal cancer were evaluated by the receiver operating characteristic(ROC) curve. Re-
sults The positive rates of CIP2A and FOXA1 in rectal cancer tissue were 82. 54% (52/63) and 80. 95%
(51/63) respectively, which were significantly higher than 12. 70% (8/63) and 11.11% (7/63) in paracancer-
ous tissues,and the differences were statistically significant (P <C0. 05) ; the expression levels of CIP2A and
FOXA1 mRNA and protein in human rectal cancer cells were significantly higher than those in normal human
intestinal epithelial cells (P<C0. 05). The expression levels of CIP2A and FOXA1 were related to the clinico-
pathologic TNM stage, differentiation degree and lymph node metastasis (P<C0. 05) ;the expression levels of
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CIP2A and FOXA1 mRNASs in rectal cancer tissues were significantly higher than those in paracancerous tis-
sues (P<C0. 05) ; the results of ROC showed that the area under curve (AUC) of CIP2A in the diagnosis of
rectal cancer was 0. 854 (95% CI:0. 781 — 0. 911), and the sensitivity and specificity were 66. 67% and
91. 84 % ,respectively; AUC of FOXAL in the diagnosis of rectal cancer was 0. 904 (95%CI ;0. 839—0. 950),
and the sensitivity and specificity were 84. 13% and 82. 54 % ,respectively; AUC of the both combination in the
diagnosis of rectal cancer was 0. 936 (95%CI :0. 905—0. 958) ,and the sensitivity and specificity were 92. 06 %
and 87. 30% ,respectively. Conclusion CIP2A and FOXAL play the important role in the occurrence and de-

velopment of rectal cancer,and have certain diagnostic value for rectal cancer, which are expected to become

the molecular markers for clinical diagnosis.
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oDrop Tech, 3 [H) £ Il RNA ¥ &, ff A Prime-
Seript RT S 56 &K RNA K5k cDNA,L &
5 SR & (PCR 9™ 1 U700 6 59 7™ 4t 42 Bt B 13 A
L BEAT. CIP2A #l FOXAL ¥JLL GAPDH J N %,
SIS R A T A TRAR SN, WE 1,
2% 1 CIP2A Ml FOXAT mRNA 3k /K,
1.4 %ityam

K H SPSS22. 0 e it 2= 3 4 ik AT 5s 4 pr . i i
PR = £5 Ko, BRI ¢ K 505 11 5 B8R T 1]
OB VO FRR WECRH X2 /g, FIHZ S T
TR (ROC) PEA CIP2A FI FOXAL Xt 1 I 9 2 &
LW, L P<<0.05 HESHALGIT¥E X,
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L R
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CIP2A fil FOXAL 7€ B W i 41 23 b 1 PH M 3= 58
ROk 82. 54 % (52/63) Fl 80. 95% (51/63) , W i
TS A S 12, 70% (8/63) Fi1 11, 11% (7/63)
ERAEGHFE L (P<0.05), WHE 1.3 2,

2.2 ANAMWE MR EAE A LK a8+ CIP2A,
FOXA1 mRNA &% & # & &

CIP2A . FOXA1 mRNA K & 4 76 N\ B & 40 i
R R IR K I T R N b 4 (P <
0. 05) . TEAS [F A 68 40 M 1y 3R 38 22 e R Ge it i X
(P>0.05), W% 2. 2,
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TR FLAFAER X A

CIPZA Fl FOXAL ik KV 5 8 F A 1  H 5.
Jigg K /N TG 3 (P >0, 05) , 5 TNM 4381 43 AL 72 Ji AN
2 R R e (P<<0.05) . ILE& 3,

1 5147 3
B E 1 (5'-3" I (5'-3")
CIP2A CCA TAT GCT CAC TCA GAT GAT G GTG TAT CAT CTC CAC AGA GAG T
FOXA1 CGG ATC CAA CCG TCA ACA GCA T CCT CGA GGG AGG AGA ATT TTC A
GAPDH ATC CCA GAG CTG AAC GGG A ATC ACG CCA CAG CTT TCC

xR2 ANEFEAMEEEANGEEMET CIP2A.FOXAl mRNA REAWRIE (2 £5)

mRNA HH T

41 g 5 Y n

CIP2A FOXA1 CIP2A FOXA1
SW480 10 3. 4440, 43" 2. 8740, 37" 5. 3620, 69* 4.3640. 57"
SW620 10 3.174+0. 46 2.5940. 31" 5.2140. 54* 4.1840.51"
HCT-15 10 3.6240.51" 2. 9440, 42 5.7440. 79" 4.59240. 62"
HIEC 10 1.0320. 03 0.9840. 02 0.89740. 08 0.9740. 04
F 91.516 83. 062 149. 915 120. 829
P 0. 000 0. 000 0. 000 0. 000

*:P<C0.05.5 HIEC 40l vh 33k K F g

2.4 AMEBEASFREFaL P CIP2A # FOXAL
mRNA & i K-

AR CIP2A #l FOXAT mRNA ik K
SR TR (P<<0.05), WWEK 4,
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CIP2A FOXA1
i H n P
FH % (n=52) B (r=11) BE A (n=51) B (n=12)

FiR ) 0.991 0. 800
<50 23 19 4 19 4
=50 40 33 7 32 8

P51 0. 420 0.586
% 41 35 6 34 7
kS 22 17 5 17 5

TNM 431 0.017 0. 047
1+ 31 22 9 22 9
M+ 32 30 2 29 3

i g6 R /N 0.545 0.483
<5 cm 47 38 9 39 8
=5 cm 16 14 2 12 4

oy AR 0. 009 0. 004
ik 534k 29 20 9 19 10
AN 4 34 32 2 32 2

i o 0. 009 0.031
i 28 27 1 26 2
i 35 25 10 25 10

SW480  SW620  HCT-15  HIEX 82.54% ; Wi & B A2 W B W i) AUC & 0. 936
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I H n CIP2A FOXA1
L ZRETE 63 1.6940.53 1.4740. 34
S o5 L 41 63 0.98+0. 23 0.96+0. 28
¢ — 9. 754 9.191
P — 0. 000 0. 000
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WHE A 1. 40, 2953550k 0. 651, H R MU 4% 5 B 43
B 66.67%.91. 84% ;s FOXAL £ i B W #& 19 AUC
H0.904(95%CI ;0. 839~0. 950) , B Wi~ 1. 19,4
BAEE R 0. 667, I R WU RS B4R R 84. 130 .

(95%CI:0.905~0. 958) , A B35 50/ 0. 794, H R
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