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Effects of overexpression of TTLL1Z on the biological characteristics
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[Abstract] Objective To detect the effect of overexpression of tubulin tyrosine ligase like protein 12
(TTLL12) on the biological characteristics of SCC-25 cell line. Methods The SCC-25 cell line with stable
overexpression of TTLL12 was established. Indirect immunofluorescence and Western blot were used to detect
the distribution of TTLL12 in SCC-25 cells. MTT assay was used to detect the effect of silencing TTLL12 on
the growth of SCC-25 cells. The Boyden chamber invasion test was used to detect the effect of silencing
TTLLI12 on the invasion of SCC-25 cells. The data was analyzed by using SPSS10. 0 software package. Results

The results of indirect immunofluorescence and Western blot showed that TTLL12 was distributed in the
cytoplasm,nucleus and nuclear membrane. The results of indirect immunofluorescence showed that the distri-
bution of a-tubulin overlapped with TTLL12. The results of the MTT assay showed that the growth of SCC-
25 cells in the silence group (SCC-25 cells that silenced the expression of TTLL12 gene) was significantly in-
hibited when compared with the control group (SCC-25 cells without any treatment) , P<0. 05. The results of
Boyden chamber invasion test showed that the percentage of transmembrane cells in the silence group was sig-
nificantly lower than that in the control group (P <C0. 05). Conclusion Silencing TTLIL12 can effectively in-
hibit the growth and invasion of SCC-25 cells.
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