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BUMAL, HiE KA R i3 FE PCR(QRT-PCR) %M 37 4] 5LA% & & % .30 #) SLIR B M % 5% & & F= 26 44k
ot B o F P LncRNA-ATB 8 & ik K P, 547 25 P LncRNA-ATB # & & K -F 5 U R 16 R 9% 22 A 589
AR B RS E R EKR W ek CAL53 KT, 5 A %X & TAE4FIE W & 5 A7 3 — Ao B A4 ) 2t SLAR 5% 09 4 7
iE, R UREELF AP LncRNA-ATB AN A XK FHEEZH THLMBEBARE S Fo i AR H
(P<<0.01); LB & & f7F % LncRNA-ATB 6§ %A K -F 5 35 % % 4k (ER) .c-erbB-2. Her2 . TNM 4-#1, ¥4
Bk B 45 A A5 48 % (P<C0. 05) 5 LncRNA-ATB S #4669 % X F TAE4F 42 wh & (ROC W &) T @ R (AUC) A
0.824(95%CI:0.735~0.914) , ZHE H 89. 2% . 4F F HE A 67. 9% ; LncRNA-ATB Fo CA153 F4#0 69 ROC
Wk T a9 AUC 4 0.876(95%CI:0.800~0.953), ZHE 4 83. 8% . 4FFE 4 80.4% ., &it HAMmEERL R
P LncRNA-ATBAKRF 25 KA, THAZLRBL W —F B EGEDWIrEY,
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Significance of detection of long-chain non-coding RNA-ATB in
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[Abstract] Objective To explore the expression level of long non-coding RNA (LncRNA)-ATB in the
serum of breast cancer patients and its potential diagnostic value for breast cancer. Methods Quantitative re-
verse transcription PCR (qRT-PCR) was used to detect the expression level of LncRNA-ATB in the serum of
37 breast cancer patients,30 patients with benign breast diseases,and 26 healthy people on physical examina-
tion,and analyze the serum LncRNA-ATB expression and breast cancer For the correlation of clinical patho-
logical parameters,chemiluminescence method was used to detect serum CA153 level,and receiver operating
characteristic curve was used to analyze the diagnostic value of single and combined detection for breast canc-
er. Results The relative expression of LncRNA-ATB in the serum of breast cancer patients was significantly
higher than that in patients with benign breast diseases and healthy controls (P <C0. 01). Moreover, The ex-
pression level of LncRNA-ATB in the serum of breast cancer patients is related to estrogen receptor (ER) ,c-
erbB-2,Her2, TNM staging and lymph node metastasis (P < 0. 05). The area under the receiver operating
characteristic curve (ROC curve) (AUC) for the detection of LncRNA-ATB alone was 0. 824 (95% CI ;
0.735—0.914) , the sensitivity was 89. 2% ,and the specificity was 67. 9%. The AUC under the ROC curve
combined with LncRNA-ATB and CA153 detection is 0. 876 (95% CI:0. 800 — 0. 953), the sensitivity is
83. 8% .and the specificity is 80. 4%. The diagnostic value of combined testing is higher than that of single tes-
ting. Conclusion The high expression of serum LncRNA-ATB in breast cancer patients may provide a poten-
tial biological marker for the diagnosis of breast cancer.
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P 2R 490 S TR L DR 2R 450 05 P o e e Bk O 1 B
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5 I R A . 1 AR JE I P LneRNA-
ATB B FRIRHE R BAE G ey CAL53 X FL IR Y2
Wi A (A0 o DL AR . PRI, AS BIF 5 3 2o R 25 2L i 0 R
FILHE H LncRNA-ATB A1 X 3 15 8 0 22 57, 40 0r
LncRNA-ATB 5 £ Iifi P& g 33 A5 AE (4 4H 56 1 DL K B &
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T 0 T S S DT A BT 1 4K
1 #ENEFE
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Pl A RS, Horh TNM 4389, 1 9 5 . 11 1 17
B I 10 8L IV 3 4 05 bk a5 5 8 15 i), R
W25 R 22 ) ME R 32 K (CERO BH M 24 1], B
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erbB-2 R K FHAE 16 6L FATE 21 B, ARaTHRITAE
i ALIT AR 38 ~79 %, 51,2 ¥, A BR
HE (DO T 814k % Her2 ER & PR 4%
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A 432 32 8 B e L AT 5 (4 I R W6 R 58 3%, 0 355 i 3
LW GRIT RS (O B BB L EANEREA.
HEBRBRUE A I 7™ H R e MR P L T I i A R R T
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1.2 F#
1.2.1 KA 5E

Trizol i3 H Invitrogen /3 #] ; TakaRa Prime-
Script RT reagent kit,SYBR Premi ExTaq kit Il H
KEFEEY TREA RN A LneRNA-ATB &2 5]
Yol Lifg A TR TRA A A A . Cobas 2480
S B G 5 B PCR X, Cobas e411 HL 4k 2 & G AL,
CAT153 i Ko o 45 i ¥ hy it e e 2 3K 5% ) B B 1
Roche 24 #] .
1.2.2 #7F % RNA K

ARTras B K 2 mL,1 h 3T 4 °C &4
T,LL12 000 g B0 10 min 732 M7 . Trizol 42
B i & RNA, 20U 9 RNA #4720 58 A0, 1z
430608 BEAX 260/280 A I W O BE L BE HCIK OB B A
1.8~2. 2 M A MAHEARTTIE 225,
1.2.3 #4FZR B

#% B8 TakaRa PrimeScript RT reagent kit {7 &
Ul A ER AR B B B A A LT B RNA 0 5% 5 R
cDNA, BT —70 CHEEHEH.
1.2.4 3 LncRNA-ATB & ik K -F 6940

K H 9292 06 2 i PCR(qPCR) 3461 1fil 7 Ln-
cRNA-ATB K& £ 3 A GAPDH #% ik /K ¥, Ln-
cRNA-ATB Ei#514):5-TAC AAC CAC TGC ACT
ACC TG-3', F##51#¥.:5-TGG AAT GCT TGA
AGG CTG CT-3'; GAPDH Ei#51%:5'-GGG AGC
CAA AAG GGT CAT-3', FiiF5I 4.5 -GAG TCC
TTC CAC GAT ACC AA-3" [ W& Z& M :cDNA 2
pL, EF#51%4 1 pL.SYBR 10 pL.H,0 6 pL,3&
20 pLs RV 4R :95 C HIAEH: 2 min, 95 °C 5 5,60
C 25 s, (40 MEH) ML 1 MEHR . 2 >0
FR LncRNA-ATB MUAI X F ik & .
1.2.5 CA153 &K -F 4

AR 23 WA B Bk i 2 mL,2 h T 25 °C 44
T,LL 1500 g B0 10 min 4385 1L . b 2 & Cobas
e 411 BUHE fb 2 R A I i FL R 98 s #ric 4 CA153
K- 50 £ Roche 23 w) Ji 24 i £ 38 71 L 7™ % 4% BR
AL B AE TR D3R B R BB T AT
1.3 %itsam

K H SPSS13. 0 Ge it 3 4 ik 47 %48 4 b » & e H
Kolmogorov-Smirnov Z # 8 #F 17 1F & MK 56, 2 4E
ERBSAT ] M (P, P Fom, 240 R
Kruskal-Wallis H £ %, #5418 H & ok H 9E = 8
Mann-Whiney U K: %, B¢A 2 Wik Fl — 7T Logistic
M1 53 B s 1155 32 308 TAEFRAE i £ (ROC 4+
A CAUC) | R R FRR S5 B DFA 48 45 19 12 W A0 M6 .
PLP<0.05 HERAGIFHE L,
2 % e
2.1 3867 LncRNA-ATB #4824 & ik K F ik

M7E LncRNA-ATB A8 %} 2 ik 7K F 76 3L I 9% 4
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[1.82(1.19,3. 7O ] FLIR R g 4L [ 1. 13 (0. 92,
1. 31) JRnfg B Xt FRZH 0. 98(0. 83,1. 14) JHyF A K F
e, ZRAS % L (H=29.45,P<<0.01), #
[ 20 L7 LncRNA-ATB £iA/KF2E5 5 TARR
PR (U =233, P <<0. 01) I FE xf B 4H (U = 131,
P<0.01),
2.2 SUMEYE & & fiF P LncRNA-ATB &5 5 6 &
I BB 4 AE 69 AR 2 M T

kXt 37 B FLMR R R R R St ik
L FLIR I R M T LncRNA-ATB £ B K5
ER.c-erbB-2 . Her2 . TNM 43 ] A K itk [ 45 5% % 45 #
Ktk (P <C0. 05) , 17 5 4F 8% L Mgd /A S PR TG AH G
PE(P>0.05), L% 1,

*1 LncRNA-ATB #3f R &K F 5ZLREIGK

5 E R ERI HE RS A
I A 97 B4 i n  LncRNA-ATB Xt £iEKFE U P
AR ()
<48 11 2.34(1.32,4.14) 105.0 0.207
>48 26 1.36(1.13,3.37)
fi 988 /s Cem)
<2 14 1.97(1.16,3.61) 157.5 0.913
>2 23 1.32(1.17,4. 14)
NSy
2 15 1.24(0.93,2.25) 90.5 0.021
g 22 2.32(1.25,5.62)
TNM 73
T~1# 22 2.49(1.30,4.91) 91.5 0.023
M~V 15 1.23(0.93,2.25)
ER
FH P 24 2.29(1.24,4.89) 89.0 0.033
[Pk 13 1.23(1.11,1.82)
PR
FH P 22 2.29(1.24,5.64) 109.0 0.083
B P 15 1.32(1.11,2.30)
c-erbB-2
FH 16 2.48(1.45,4.18) 89.0 0.015
[5k3 21 1.23(1.11,2.68)
Her2
PR 1 14 3.17(1.30,8.37) 89.5 0.025
ks 23 1.32(1.11,2.63)

2.3 i CA153 K-+ 4 LncRNA-ATB 48 2 & & K
ok RS M 2 SURE S 64 5 B 4R

ROC ik 145 - B /R, LncRNA-ATB 2 ]
F LRI 2 W i R 89. 2% B RN 67.9% .,
AUC 4 0.824(95%CI ;0. 735~0.914,P<C0. 01) , H:
Il PR32 Wi It A (Cut off f<C1. 104) ;1 CA153 Bl
TI MW e REEAN R 67. 6%, ¥ 55 E N
91.1%,AUC 4 0.809(95%CI:0. 712~0. 906, P<<
0.01), FLL LncRNA-ATB.CA153 i H 78 &, &7
Logistic [A] A, 3 o A 7Y v i MR (E SR LA B &
Kol iy ROC gk, CA153 Ml LncRNA-ATB B4 #;
WA F ZL IR 2 W i R % R 83, 8%, Fr S+
80.4% ,AUC H 0.876(95% CI ;0. 800~0. 953, P <<
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B, X 46 LncRNA 7] BE7E 40 M (9 34 58 L 431k L 32 & L
TG B EEAEN, LRI AN
RGN o 7/ =l i =y T ST I (S ol < A I/
RNA, 5 miRNA R 5P 1045 A 45 LR L L a0 Lo-
cRNA-HOTAIR i i$ 5 miR-331-3p 45 & 4% Her2
B2k LncRNA-ATB il 13 1 47 W Bff miR-200c¢ & |
TR ZEB (0 323K 55 L X 26 8 45 T AE A9 B 3R
o R P AE IR Y & Ak R R % S REVE L S
20 1 M A 2R AT R B VAR G, T AR Sy — R AR R B
BB FAR O TR RS > TR
Y 2E AR K R L Ok £ A F5E & B £ S LncRNA
SR & A R R R %Y, LncRNA 3% i i
SRy LT i A O T i 2 U 58 I BT IS, LnecRNA-
ATB &# LncRNA actived by TGF-R,KEZ N 2. 4
kb, fii T AR 14 Sk b, 2 E A9 & 30 g
Hfp A K 7301 19 LncRNAY . LncRNA-ATB
TEZ Bl e vh SR Ak R MR R A LR R R Y
SRR T, LncRNA-ATB f i g% il 5
L 9 40 M 42 28 RN 245 A1 56, LncRNA-ATB 1 il %
kBT 24 B 7R R R E A 2 B L I A0 R
SKBR-3 4fl Jifd i 52 15 2 ik, HALH o~ LncRNA-ATB
Wit ceRNA 454 miR-200c i ZEB1 F1 ZNF127 4
FKik, w5 EKIKM ZEBL/ZNF127 42 3 b 98 40 i % 4
EMT Fixt i 22k Pt 9T 25 . F I LncRNA-ATB 7]
D)5 25 400 5 L 98 20 B 2 SKBR-3 40 o 19 4E K, [] i)
A A 3 il 22 Bk B B0 24 (9 SKBR-3 4 M P8 72, B Ln-
cRNA-ATB 11 15 & 35 J2& FL % 98 % il 22 Bk Bt it 24 1)
—AFREW M, Bk, LneRNA-ATB A & i H %
55 11 S B 5 I R T DR 0T BB AR A IR T AR L L
I3 110 L [ 9 7 B A ) S

AHFFE K . LncRNA-ATB A BE 03 18 %5 9 35
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OB R T I8 v 3 ol e B N N 1 A
I A ) IV TP A A P TR L T RE Sk 3L R B 2 W 4R
PE—FPTE R FAREY) . % LncRNA-ATB #£ik
K5 RS S 0A . S TNM M6, #2878 Ln-
cRNA-ATB RS 5 7 ZL I m i %t #% 4k Sk
GRS 5 T IR N R ER S
;5 ER.c-erbB-2 & Her2 #&,. /R EH FEH Ln-
cRNA-ATB Al G & ER BHME: . c-erbB-2 FH P & Her2
FH P 2L AR g 0 T B AR B R HE R A G AR VR
RRERBMBAAEFRMLT. i — 258 Lo-
cRNA-ATB W lE KB B A B 58 %k I ROC i 2 ¥4
I3 LncRNA-ATB /K12 Wi 7L It i 19 508 L 4 Hr 45
R EIR . LncRNA-ATB Bl & i A 552 i 1 & 555 Al
B I RIS W MERR R L 24 LncRNA-ATB # % 3
IRIKAF 2725 <01, 104 (e R 2 W il (8D B 7T 2% 18 AR
BIERE T EE . H LncRNA-ATB o6 I 1] T2
Wr LR 1) AUC B 5K F 2L MR 98 1% G i A i
CA153 Bk, Bl LncRNA-ATB 2 Wi &% B 3 & .
BE 5 % LncRNA-ATB F CA153 # 57 Logistic 1] 5
A, 3 3o A AR v M R SR LA B3R A KL I ROC
MR, BB S A D2 T2 W FL IR i R, 5
BRI CAL53 e 5 BEAH HL IS RS AR, (2 AUC I 2 34
i, 2 BB 12 W RE 4 5 12 W L MR 1 o R ML B
o 0 12 Vi L R g 1) A L R T B R T L H B R
FEPER R, LA L3RBT LncRNA-ATB Al 4E A #
MR WY — TR TARE Y .

Zi FJFR, LncRNA-ATB 78 FL Mg 9 B & 1 i
5 F 35 , AT Ry FLARIER 12 B 1 — b T R A W 2 B R
Y. AR T ARG G 09 B 50 B L 48 Ar 012 B i
AT KA e ik — 2B 56 00 H B F R 15 /Y 3%
FFY SO S5 T TR AT 9T L #E J5 22 T AR ol k47 R A
A WS BB T A A 5T L DLk — A5 00 I FLBR O iR
F M H LncRNA-ATB 235 K B9l A 415 .
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