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Methylation status and clinical significance of PCDHS and RIZ1
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[Abstract] Objective To explore the methylation status of PCDHS8 and RIZ1 genes in liver cancer tis-
sues and its clinical significance. Methods Eighty cases of liver cancer tissues, paracancerous tissues and 50
cases of normal liver tissues were selected as study specimens. The methylation status of PCDHS8 and RIZ1
genes was detected by adopting the methylation-specific polymerase chain reaction (msPCR). And their rela-
tionship with clinicopathology and prognosis of liver cancer patients was analyzed. Results The positive rates
of PCDHS8 gene methylation in liver cancer tissues, paracancerous tissues and normal liver tissues were
61.25%,27.50% and 0 respectively,the positive rates of RIZ1 gene methylation were 70. 00% ,12. 50% and
2.00% respectively,and the differences among groups were statistically significant (P <C0. 05). The positive
rate of PCDH8 gene methylation in the patients with cirrhosis, capsule invasion and distant metastasis was
significantly higher than that without cirrhosis,capsule invasion and distant metastasis (P<Z0. 05). The meth-
ylation positive rate of RIZ1 gene in the patients with capsular invasion was significantly higher than that
without capsular invasion (P<C0. 05). The survival rate in the patients with PCDHS8 and RIZ1 gene methyla-
tion-positive was lower than that with methylation-negative (P<C0. 05). The COX univariate analysis showed
that the clinical stage,cirrhosis,capsule invasion,distant metastasis, methylation-positive of PCDHS8 and RIZ1
genes were the influencing factor of the total survival time in the patients with liver cancer (P <C0. 05). The

multivariate analysis showed that after correcting other factors,the methylation positive of PCDHS8 gene was
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an independent influencing factor of the total survival time of liver cancer (P<C0. 05). Conclusion The meth-

ylation status of PCDHS8 and RIZ1 genes in liver cancer tissues is related with the occurrence,development and

prognosis of the tumor. Clinically,the gene methylation status can be considered to be applied in liver cancer

auxiliary diagnosis, disease severity assessment and prognosis prediction.
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i H M/U J¥ 5 il B KB
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(R)5'-CTT AAC TCC AAT CAA AAA AAA CA-3'
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