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NA-6775-3p.hsa-miRNA-146b-3p. hsa-miRNA-3614-3p, hsa-miRNA-3139 , hsa-miRNA-3064-5p, i# 4% & PCR(RT-
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[Abstract] Objective To investigate the expression level of serum circularRNA (circRNA) in cervical
lymph node metastasis of papillary thyroid microcarcinom (PTMC). Methods Each 6 cases of PTMC without
cervical lymph node metastasis (PTMC group) and PTMC with cervical lymph node metastasis [ PTMC(L)
group] pathologically diagnosed by thyroid surgery in the First Affiliated Hospital of Xinjiang Medical Uni-
versity from November to December 2018,all were females, were selected. The venous blood in the two groups
was collected. Three cases were randomly selected from each group for conducting microarray detection, and
the remaining 3 cases in each group conducted the microarray result verification. The parental gene analysis of
the differentially expressed circRNA in serum of the two groups was detected by the gene ontology(Go) soft-
ware. The biological processes,cell components and molecular functions in the top 10 of enrichments were ob-
tained. The first 10 pathways of differentially expressed genes in enrichment were analyzed by KEGG Path-
way. The miRNA binding site prediction software was adopted to predict the binding sites of hsa circRNA _
000121 miRNA. Results A total of 690 differentially expressed circRNAs in serum of the PTMC and PTMC
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(L) groups were detected by microarray,in which 400 were up-regulated and 290 were down-regulated. The

miRNA binding site prediction software was adopted to predict 5 miRNA binding sites with high matching
value in has_circ(RNA_000121,the MRE1,MRE2, MRE3, MRE4, MRE5 were hsa-miRNA-6775-3p, hsa-miR-
NA-146b-3p,hsa-miRNA-3614-3p, hsa-miRNA-3139 and hsa-miRNA-3064-5p respectively. The results verifi-
cation of RT-PCR on circRNA000121 showed that the microarray results were consistent with the verification
results ;compared with the PTMC group,the expression level of hsa_circRNA_ 000121 in the PTMC(L) group
was up-regulated by 3. 24 times (3.24=+0.38 vs. 1.01£0. 15),and the difference was statistically significant
(P<C0.01). Conclusion CircRNA000121 is highly expressed in serum of women with PTMC and central re-

gion lymph node metastasis,the late stage needs to be verified by further expanding the sample size.
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