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Meta-analysis on the value of human telomerase reverse transcriptase in

identifying benign and malignant breast tumors”

TANG Lingfeng 2YAN Ping ,LIU Li,TU Gang
(Department of Breast Surgery .the First Affiliated Hospital of Chongqging

Medical University ,Chongging 400016,China)
[Abstract] Objective To systematically evaluate the clinical value of human telomerase reverse tran-
scriptase (hTERT) in the differentiation of benign and malignant breast tumors. Methods A computer based
online search was conducted in PubMed, the Cochrane Library, Web of Science, EMbase, CBM, CNKI, Wan-
Fang, VIP database from the establishment of the databases to October 9,2019 to collect the relevant diagnos-
tic studies of hTERT for benign and malignant breast tumors. Then screened literatures, extracted datas and
assessed the methodological quality of included studies. Meta-analysis was performed by Stata 15. 0 and Meta-
Disc 1. 4 softwares. Results A total of 17 studies involving 1 436 patients(852 cases in the malignant tumor
group and 584 cases in the control group) were finally included. Meta-analysis showed that the combined sen-
combined,combined specombined, — LR ompined » T LReompined » and DOR pinea ©f "TERT in differentiation of ben-
gin and mailgnant breast tumors were 0. 81(95%CI :0. 79—0. 84),0. 83(95%CI :0. 79—0. 86) ,4. 75(95%CI .
3.35—6.74),0. 21(95% CI:0. 15—0. 30),26. 93(95% CI : 15. 02 — 48. 28), respectively. The AUC of ROC was
0.906 5,Q* =0. 838 3. Conclusion hTERT detection is helpful to distinguish benign and malignant breast tumors.
[Key words] breast neoplasms; human telomerase reverse transcriptase; diagnosis, differential; meta-a-

nalysis
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