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Study on the expression of NOTCHS3 in gastric cancer and its effect on apoptosis”
HUANG Tingting'* s HUANG Hanlian',XIAO Lijia' ,YU Huijun' ,2YUAN Xinhua',ZHOU Yiwen'"
(1. Department of Clinical Laboratory Medicine ,Shenzhen Hospital of Southern Medical
University s Shenzhen ,Guangdong 518020,China ;2. Department of Anatomical and Cellular
Pathology . Prince of Wales Hospital sthe Chinese University of
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[Abstract] Objective To explore the expression level of NOTCHS3 in gastric cancer cells and its effect
on apoptosis of gastric cancer cells. Methods Western blot was used to detect the expression level of
NOTCHS3 protein in normal gastric tissues and gastric cancer cells. SiScramble or si-NOTCH3-1,si-NOTCH3-
2 were transfected into AGS and MKN28 cells, and real-time fluorescent quantitative reverse transcription
PCR (RT-qPCR) and Western blot was used to judge the transfection efficiency of siRNA. Annexin V/propid-
ium iodide (PI) double staining was used,and the apoptotic rate of AGS and MKN28 after transfection was
detected by flow cytometry; Western blot was used to detect the relative expression levels of cleaved-DNA re-
pair enzyme (PARP) and cleaved-cysteine-containing aspartate proteolytic enzyme (Caspase)-3 of AGS and
MKN28 after transfection. Results The expression level of NOTCHS3 protein in gastric cancer cells was much
higher than that in normal gastric tissues. After si-NOTCH3-1 and si-NOTCH3-2 transfection, the apoptotic
rate of AGS and MKN28 significantly increased. With the increase of the transfection concentration of si-
NOTCH3-2, the expression level of NOTCH3 protein decreased, while the levels of cleaved-PARP and
cleaved-Caspase-3 increased, which showed an obvious dose-dependence. Conclusion NOTCHS3 expresses more
in gastric cancer,which could inhibit apoptosis of gastric cancer cells and promote the progress of gastric cancer.
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