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Prognostic and diagnostic significance of circRNAs expression in gastric

cancer patients:a meta-analysis
LIU Yun ,ZHANG Manling - PENG Hongjiao ,SHI Zhaohong”
(Hubei University of Chinese Medicine ,Wuhan , Hubei 430065 ,China)

[Abstract] Objective To explore the value of circular RNA (circRNA) in the diagnosis and prognosis
of gastric cancer through meta analysis. Methods Retrieved from PubMed, EMbase and Web of Science
(WOS) ,all eligible studies about the association between circRNA and prognosis or diagnosis in gastric cancer
published from the time of establishment of database to April 2019 were included. Three researchers independ-
ently screened the included studies, extracted clinical pathological characteristics, diagnostic efficacy, overall
survival (OS) and other relevant data,and evaluated the risk of deviation of the included studies. The Statal4.
0 software was used for meta-analysis. Results A total of 35 relevant studies were eligible,including 21 on
clinicopathological features,19 on prognosis,and 21 on diagnosis. The meta-analysis results showed that high
expression of oncogenic circRNA was correlated with worse clinicopathological characteristics (degree of dif-
ferentiation: OR =1. 34,95%CI :1. 16—1. 55; TNM staging: OR=1. 65,95%CI :1. 41 —1. 92;lymph node me-
tastasis:OR=1.45,95%CI ;1. 27—1. 65; tumor size:OR=1.31,95%CI :1.21—1.53) and worse OS (HR =
2.18,95%CI:1.74—2.71) ,and high expression of antineoplastic circRNA was correlated with better clinico-
pathological characteristics (degree of differentiation: OR =0. 75,95% CI :0. 65— 0. 87; TNM staging: OR =
0.69,95%CI:0.59—0. 81;lymph node metastasis: OR =0. 77,95%CI ;0. 68 —0. 87; tumor size: OR =0. 78,
95%CI:0.65—0.94) and better OS (HR=0.37,95%CI:0.29—0. 48). The aggregated sensitivity was 0. 72
(95%CI :0.67—0.77) , the specificity was 0. 76 (95%CI ;0. 68 —0. 82),and the area under the summary re-
ceiver operating characteristic (SROC) curve (AUC) was 0. 80 (95%CI:0.76—0. 83). Conclusion The cir-
cRNA has a certain value in the prognostic judgment and diagnostic efficacy of gastric cancer patients, but it
still needs more high-quality clinical researches for further verification.
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