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[Abstract] Objective To investigate the association of single nucleotide polymorphisms(SNPs) in miR-
NA-499 (rs3746444) with Hashimoto's thyroid disease(HT) susceptibility among Chinese Han population in
Jiangxi. Methods HT patients(the experiment group,n=296) and healthy people(the control group,n=80) in
Jiangxi Han population were selected as subjects. The single nucleotide polymorphisms(SNPs) in miRNA-499
(rs3746444) was genotyped by polymerase chain reaction-restriction fragment length polymorphism (PCR-
RFLP). The distribution frequency of genetic polymorphisms in miRNA-499 and the effects on disease severi-
ty were analyzed and compared. Results There were three genotypes of miRNA-499 (rs3746444) polymor-
phism T/T,T/C and C/C in both the experiment group and the control group,there was no significant differ-
ence in distribution frequency between different genotypes (P =>0. 05). The distribution frequency between the
genotypes T/C and T/T had statistically significant differences (P<C0. 05),but there was no statistically sig-
nificance between the frequency of allele C and T (P >>0. 05). The genotype distribution frequency and allele
distribution frequency between the TPOAb=600 U/mL group and the TPOAb<<600 U/mL group had no sta-
tistically significance (P=>0. 05). Conclusion The genotype T/C of miRNA-499(rs3746444) may be a risk factor
for HT. miRNA-499 polymorphism was not associated with the disease severity.
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JEUS L WY B miRNA-499 1F rs3746444 o & (1)
PR BR 2 A 1 (single nucleotide polymorphisms,
SNPs) 52 KR M I 58 12 25 J&] 5 R0 b s 4% ) 6]
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B8 1 FEL VKRG 7 4 7 Ak B I SRR S IR A LR 1
1.3.3 PCR /= ¥ B30 B 35 1§ 48 %t I & ok
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