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Study on the mechanism of microRNA-126 regulating the function of

CD4 " T cells through IRS-1/AKT/ERK pathways "
HU Yan .WANG Xiaomei”
(Center for Medical Laboratory and Pathology sthe First Hospital of Hunan
University of Chinese Medicine ,Changsha , Hunan 410000,China)

[Abstract] Objective To explore the underlying mechanism of microRNA-126 (miR-126) regulating
the function of CD4" T cells by micro-Array,real-time PCR, Targets scan software and Western blot. Meth-
ods The total RNA of spleen lymphocytes in the wild type mice (the control group) and miR-126 knock-
down mice (the miR-126 KD group) was extracted and sequenced by NimbleGene expression profiling,and the
differentially expressed genes were screened. The target genes of miR-126 were predicted by Targets scan and
miR-Walk software. Then insulin receptor substrate-1 (IRS-1) was selected as the target gene of miR-126,
and the expression of IRS-1 in CD4" T cells of the two groups was detected by real-time PCR. At last, the rel-
ative expression of phosphorylation of AKT and ERK in CD4" T cells of the two groups was detected by
Western blot. Results Gene expression profile analysis revealed a large number of differentially expressed
genes. Compared with the control group,IRS-1 was up-regulated by 2. 700 5 times. Targets scan and miR-
Walk software predicted that miR-126 could bind with the 3'-untranslated regions (3'UTR) of IRS-1,sugges-
ting that IRS-1 was the target gene of miR-126. Real-time PCR showed that the expression of IRS-1 of CD4"
T cells in the miR-126 KD group was up-regulated significantly (P<C0. 05),the phosphorylation of AKT and
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ERK of CD4" T cells in the miR-126KD group significantly increased by Western blot (P < 0. 05).
Conclusion MiR-126 can regulate the function of CD4" T cells through IRS-1/AKT/ERK pathways.

[Key words] miR-126;gene knockout techniques;antigens,CD4 ;insulin receptor substrate-1
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