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Application of detection of serum hsa-miR-22-3p and hsa-miR-103a-3p
levels in diagnosis of adenomyosis
CHEN Xinyuan , HUANG Sheng \WANG Tongli
(Department of Clinical Laboratory sWenzhou Municipal Central Hospital .
Wenzhou , Zhejiang 325000,China)

[Abstract] Objective To investigate the application of the detection for serum hsa-miR-22-3p and hsa-
miR-103a-3p levels in the diagnosis of adenomyosis. Methods A total of 216 patients with adenomyosis ad-
mitted to the hospital from February 2017 to February 2018 were included in the observation group. Mean-
while 60 subjects undergoing the healthy physical examination in the hospital were recruited as the control
group. The quantitative real-time PCR (qRT-PCR) was adopted to detect the levels of serum hsa-miR-22-3p
and hsa-miR-103a-3p in all subjects. The Uterine Fibroid Symptom and Health-Related Quality of Life (UFS-
QOL) was adopted to score the pain degree of dysmenorrhea phenomenon in the patients with adenomyosis.
The receiver operating characteristic(ROC) curve was used to judge the diagnostic efficiency of serum hsa-
miR-22-3p and hsa-miR-103a-3p levels for adenomyosis. The relationship of serum hsa-miR-22-3p and hsa-
miR-103a-3p levels with dysmenorrhea degree was analyzed. Results Compared with the control group,levels
of serum hsa-miR-22-3p and hsa-miR-103a-3p in the observation group were significantly increased (P <<
0. 05). The levels of serum hsa-miR-22-3p and hsa-miR-103a-3p were positively correlated with the dysmenor-
rhea degree. The area under the curve (AUC) of hsa-miR-22-3p and hsa-miR-103a-3p were 0. 866 (95%CI ;
0.820—0.911) and 0. 920 (95%CI :0.886—0. 954) ,respectively. Conclusion The level of serum hsa-miR-22-
3p and hsa-miR-103a-3p has a certain diagnostic efficiency for adenomyosis,and can be used as potential serum
markers.
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T, L GADPH 3 A 2, 1158 hsa-miR-22-3p,
hsa-miR-103a-3p Kk, K3 P FEm" Lk 1. L
TG 36 147 P g I A 6 O A M 5

* 1 ER7 DRI S
FEA Bit7dl
U6 ¥%:5-CTC GCT TCG GCA GCA CA-3'
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T :5-CAG TGC GTG TCG TGG AGT-3'
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