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its target genes in patients with gastric cancer
LI Yuanhua',LUO Huayou®*,SHU Ruo** ,GONG Fangyou""',XU Yu""',SUN Liang™'"
(1. Department o f Anesthesiology ;2. Gastroenterology Surgery ,First Affiliated Hospital
of Kunming Medical University s Kunming ,Yunnan 650032 ,China ;3. Yunnan Provincial Institute of
Digestive Diseases s Kunming ,Yunnan 650032,China ;4. Yunnan Provincial Engineering
Technology Research Center of Digestive Diseases s Kunming ,Yunnan 650032 ,China)

[Abstract] Objective To investigate the expression changes of plasma miR-203a and its target genes
before and after operation in the patients with gastric cancer and their correlation with clinicopathology. Meth-
ods A total of 120 patients with gastric cancer receiving the surgery treatment in the First Affiliated Hospital
of Kunming Medical University and 120 persons undergoing the healthy physical examination were selected.
And the plasma of healthy volunteers and before and after surgery in the patients with gastric cancer were col-
lected. R The real-time fluorescent quantitative polymerase chain reaction (RT-qPCR) was used to detect the
expression levels of miR-203a,E2F3, ATM and SNAI2 in plasma. Statistical analysis was conducted to identify
their correlation with clinicopathological characteristics and surgical efficacy. Results Compared to the health-
y control group,the expression level of serum miR-203a in gastric cancer patients was significantly increased
(P<C0.01), while the expression levels of E2F3, ATM and SNAI2 were significantly decreased (P <C0. 01).
After operation,the expression level of miR-203a was significantly down-regulated (P <C0. 01), while the ex-
pression levels of E2F3,ATM and SNAI2 were significantly up-regulated (P<C0. 05). The relative expression
levels of miR-203a,E2F3,ATM and SNAI2 were significantly correlated with the tumor differentiation degree
and TNM stages (P<C0. 05). The postoperative survival rate in the miR-203a low expression group was supe-
rior to that in the high expression group (P <C0. 05) ,while the patients in the E2F3, ATM and SNAI2 high ex-
pression group was higher survival rate. Conclusion The expression of miR-203a shows the negative regulation
relation with its target genes in gastric cancer patients. Their expression level is significant variant before and after sur-
gery,and has significant correlation to clinicopathological characteristics, treatment and prognosis.
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