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Potential role of probiotics in metabolic syndrome and its study advances”
XU Ningning ,YU Zihan ,DIAO Shitong ,MAI Xudong ,JI Jingsen,LI Lishan ,CHEN Hong"
(Department o f Endocrinology s Zhujiang Hospital of Southern Medical
University ,Guangzhou,Guangdong 510282 ,China)

[Abstract] Metabolic syndrome (MS) is a multimetabolic disorder, easily causes hyperglycemia, hyper-
tension,arterial athrosclerosis,thrombus or inflammatory status, etc. ,its incidence rate is increasing year by
year. At present, MS has become a worldwide public health problem. The recent studies indicate that its occur-
rence and development are closely correlated with the intestinal bacterial flora. How to improve MS by regula-
ting the intestinal flora has become the hot points of present study. Probiotics,as a living microorganism bene-
ficial to human health,can directly regulate the intestinal flora. More and more studies have shown that probi-
otics possesses the role for improving MS, but some people take a neutral or opposing view. This article re-
views the related study advances in MS and probiotics during the recent years,and tries to provide an effective
treatment method for MS, and at the same time provide reference for the further study and utilization of probi-
otics.
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