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[Abstract] Objective To explore the characteristic metabolic markers of sepsis and the dynamic change
rule of metabolic network. Methods The rat sepsis models were prepared by using the cecal ligation and punc-
ture (CLP),which were divided into the group A,B,C,D and E,10 rats in each group,2ml. femoral arterial
blood was collected before operation (0 h),at 6,12,24,48 h after the CLP model construction respectively,and
centrifuged for collecting serum;then the metabolomics analysis method was utilized to screen out metabolites
with statistical and biological significance from the serum and its metabolic pathway analysis on the screened
metabolites was performed based on the KEGG database. Results (1) The negative and positive ion modes a-
mong the groups all showed the different ions,and the number of different ions at 24 h in sepsis (group D)
was maximal compared with preoperation (non- sepsis). (2) According to the negative ion mode, 75 metabolic
pathways were determined,and 158 metabolic pathways were determined according to the positive ion mode.
The metabolic pathways mainly included various metabolisms such as carbohydrates, protein,amino acids, lip-
ids, cholesterol, purine and bile acid. Conclusion The difference of sepsis 24 h metabolomics is most distinct
with many metabolic pathways participation such as carbohydrates, proteins,amino acid.
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