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Study on effect of HIF1-a on regulating EMT of liver cancer HepGZ cells by TRAP1”"
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[ Abstract ]
mesenchymal transition(EMT) process of liver cancer by TRAP1. Methods

Objective To study whether hypoxia-inducible factor-1a (HIF-1o) promoting the epithelial-
The methyl thiazolyl tetrazolium
(MTT) method and scratch test were used to compare the proliferation and migration abilities of liver cancer
cell line HepG2 and normal liver cell line LO,. The expression of TRAP1 gene in HepG2 cells and 1.-02 cells
and the expression of EMT-related proteins were detected by RT-qPCR, Western blot and immunofluores-
cence. Results The expression level of TRAP1 in HepG2 cells with stronger proliferation and migration abili-
ty was higher than that in L.O, cells,meanwhile the expression of EMT-related proteins in HepG2 cells was al-
so significantly different from that in LO, cells. Conclusion TRAPI1 is highly expressed in HepG2 cells and
may be one of the pathways that HIF-1a regulates the EMT occurrence in HepG2 cells.
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nologies A ®]) s 4 LG (3 [E Sera Pro 28 #)) 5 /) B
Pt practin FHLF HRP Fric iy th 40 /0 B 1gG (bt
A2 &) TRAPL Sedi N £ 5e BESUIA R HRP $rid
i % Bt Bl IgG (35 [E Cell Signaling Technology 2%
A s R A A RO R I & (R R R R
7)) ; TRizol # DEPC (2 [# Invitrogen A &) ; RT-
PCR X # & (H A& TOYOBO 72 #]), QPCR i 7] &
CRMEZAFD 5 e e 1 (MTT) A1 = HIE B (DMSO) (3%
[E Sigma A H)) ; DAPI(Z[E Sigma A #]) ;4% Z B H
fi% (3% [ Solarbio 24 &) ;exa Fluor594-conjugate Goat
anti-Rabbit IgG (H + Lp, 3¢ [E Proteintech 24 &) ;
Triton X-100(3E [H Solarbio 22 #]) ,
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1.2.2 MTT #0020 i A7 05 32 O BoA: Ky
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10" /FLE R F A 40 J i 12 fL#R, 37 C,5%
CO, REFeMRESR 24 h, B4 f G BE 53] 50 %,
A% Z B [ E 41 20 min, PBS 3% ¥k 5 min X 3
. 0.2% Triton X-100 [ PBS % ¥ i i& 15 min,
PBS #E ¥ 5 min X3 5,1 %BSA [y PBS iR & 1
h, ] TRAPI —$if# & .4 Cl &5 PBS ik, =
Pt Alexa Fluor594 =BG E 1 h, PBS iE k. R
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1.2.6 SZRF%9% 5§ PCR(RT-qPCR)  HUx 4=
KW HepG2 4l fn LO, 40 it 28 R B 1k . i A Tr-
izol #EHUE RNA, 2 ¥ 54 il cDNA, #4757 RT-qPCR
Kl . ] Primer 5.0 #4751 ¥ 8¢t ABI7500 {U 2%
AT . 4 S F 8 .55 °C 10 min. 95 C 30 s;
95 C 30 $.55.0 C 30 s;72 °C 1 min.60 C 1 min,3k
40 MEH . GAPDH AE R NS IR 272 5 ik gr
Praz i gh |, SLm A 3 IR

*1 TRAP1 % GAPDH 3|41 5 %

HH T A FEH(5'-3")

TRAP1 T CAGGGTTCCACTTCCAAACA
R TGGAGATCAGCTCCCGTATAA

GAPDH T GGAGGAGTGGGTGTCGCTGT
R GTGGACCTGACCTGCCGTCT
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