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[ Abstract] Objective

related mechanism at the molecular level. Methods

To investigate the expression level of miR-193a in hepatocarcinoma and study its
Database analysis and RT-PCR were used to detect the ex-
pression of miR-193a in human hepatocarcinoma tissues and adjacent tissues. CCK-8 method was used to detect
the effect of miR-193a on Huh7 cell activity. Cell colony formation and Transwell assay were used to detect
the effect of miR-193a on colony formation, migration and invasion ability;luciferase reporter assay to detect
the targeting relationship between miR-193a and its candidate target gene KRAS; RT-PCR and Western blot
to detect the effect of miR-193a on KRAS mRNA and protein levels. Results

tissues,the expression level of miR-193a in tumor tissues was significantly decreased, which was consistent

Compared with paracancerous

with the results in the GEO and TCGA databases. The cell viability, colony forming ability, migration ability
and invasive ability of Huh7 transfected with miR-193a mimics was lower than that of the miR-NC group
(transfected with miR-NC). miR-193a was able to directly target KRAS and down-regulate its expression. Conclu-
sion miR-193a mimics suppressed cell proliferation,cell migration and invasion by targeting KRAS expression.
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3 U6 MBI :5'-TGC GGG TGC TCG CTT CGG
CAGC-3";U6 Jg 84 :5-TGC GGG TGC TCG CTT
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F) i o 2 2 LGB, miR-193a 78 i 41 4 Ik 3 5k (&
1A), 78 TCGA ¥4 e 43 M1 55 % #3510 miR-193a
HHEAE R, G R R, TE miR-193a LK IEH (n=
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