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[ Abstract] Objective

the differential diagnosis of mucosa-associated lymphoid tissue lymphoma(MALToma) and reactive lymphoid
Thirty cases of MAL-

Toma, 10 cases of follicular lymphoma (FL) and 10 cases of plasmacytoma (PC) were collected as experimen-

To explore the value of the heavy chain of Ig protein and IgH rearrangement in

tissue hyperplasia (RLH) ,in order to find a new method to distinguish them. Methods

tal group and 10 cases of RLH were collected as control group. Immunohistochemistry and BIOMED-2 primer
system were used to detect the expression of the heavy chain of Ig protein and the rearrangement of IgH gene,
respectively. Results There were three patterns of the heavy chain of Ig protein expression in the two groups:
a single type expression, all negative expression,and a various type expression. The positive rate of a single
type/all negative expression of heavy chain and monoclonal gene rearrangement of IgH were higher in the
three tumors and the experimental group than in the control group (P<C0. 05) ,and the joint detection of them
significantly improved the positive rate. Conclusion The detection of a single type/all negative of heavy chain
expression can be used as a diagnostic clue of B cell malignant lymphoma, especially MALToma. Combined
with the detection of the heavy chain of Ig protein and IgH gene rearrangement can help the differential diag-
nosis of MALToma.
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