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LA (P<<0.05), miR-106a-5p ¥ F X R FE L MmN BT EE . TNM SR fE B4 R F M A HE(P]
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[ Abstract] Objective To investigate the expression change of miR-106a-5p and its target genes before
and after operation,and their relationship with clinicopathological characteristics. Methods One hundred pa-
tients with colon cancer receiving complete mesocolic excision (CME, experiment group) in this hospital, and
100 volunteers undergoing healthy physical examination contral group were selected. Plasma before and after
operation in the patients with colon cancer and plasma in healthy volunteers were collected. Real time fluores-
cence quantitative polymerase chain reaction (RT-qPCR) was used to detect the expression levels of miR-106a-
5p,FER1L4, TGFBR2,FASTK.,and PTEN. Then their correlation with the clinicopathological characteristics
of colon cancer and operative effect was statistically analyzed. Results Compared with the control group,the
plasma expression level of miR-106a-5p in the experiment group was significantly increased (P<C0. 05) , while
the plasma expression levels of FER1L4, TGFBR2, FASTK, and PTEN were significantly decreased (P <C
0.01). After conducting CME, the expression level of miR-106a-5p was significantly down-regulated (P <
0.01), but the expression levels of FER1L4, TGFBR2 and FASTK were significantly up-regulated (P <<

0. 05). The expression level of miR-106a-5p was significantly correlated with the tumor differentiation degree,
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TNM stages and metastasis of colon cancer (P<C0.05). The tumor recurrence rate in the miR-106a-5p high

expression group was higher than that in the low expression group(P<C0. 05). Conclusion The expression of

plasma miR-106a-5p has the negative correlation with target genes expressions and has a certain correlation

with the tumor differentiation, stages, metastasis and recurrence,so which has the potential for predicting clin-

ical diagnosis and treatment prognosis.
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x1 AT RT-qPCR #& W A5 ¥ 5 5

i H nACELE7 B 514

miR-106a-5p 5'-AAAAGTGCTTACAGTGCAGGTAG-3' 5'-GAAAAGTGCTTACAGTGCAGGT-3'
FER1L4 5'-CCGTGTTGAGGTGCTGTTC-3' 5'-GGCAAGTCCACTGTCAGATG-3'
TGFBR2 5'-GTAGCTCTGATGAGTGCAATGAC-3' 5'-CAGATATGGCAACTCCCAGTG-3'
FASTK 5'-GGTGGGCAAGGGTTGGAAG-3' 5'-CTGCTGAGTTGCGTTTCCT-3'
PTEN 5'-CACCTATTCCTCAGCCCTTAT-3' 5'-AACCCTCATTCAGACCTTCAC-3'

U6 5'-GCTTCGGCAGCACATATACTAAAAT-3' 5'-CGCTTCACGAATTTGCGTGTCAT-3'
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2.1 ZilpiE A F RIS miR-106a-5p K H 0 5L A

M)k LU 7E S T AR FT . S 05 41 45 1 i AR Il
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R m N B R TR, ZR MBS E X
(P<<0.01), 17 CME J5§ ,miR-106a-5p 3R ik & § &
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FIXEN B E FH(P<<0.05),PTEN [y 32k 48 k2
SEGI¥E L, WE 1,
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FOE SRR BAFE M X R 45 B E 2K
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(ARG 2R 38 1 5 P I L AR 08 R0 b R e AR R A 2 TG G
W& 2, miR-106a-5p 50 4L F2 & . TNM 433 ik B2
GERE RS L A s B A5 6 (P<<0. 05); FER1LA 5431k
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TREE AR 45 R 6 (P<<0. 05) ; TGFBR2 543k
LB R Ab 55 F8 A 6 (P<<0. 05) ; FASTK 5 3k 2 4%
A X (P<C0.05) s PTEN 5 Wi K/ o 1/ B
TNM 43 ] Fltk B 25 56 8545 56 (P<C0. 05)
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1 MM & H miR-106a-5p FER1L4, TGFBR2,

FASTK #1 PTEN iR £

x2 ZImEIERFEEITS miR-106a-5p FER1L4, TGFBR2 . FASTK #1 PTEN a3 Rix&E ()
i H n miR-106a-5p P FERI1L4 P TGFBR2 P FASTK P PTEN P
5] 0.288 0.168 0.517 0.224 0.167
9 53 1.57140.527 0.41940. 269 0.518+0.189 0.4800. 252 0.5640. 226
i 47 1.70940. 549 0.360+0. 234 0.485+0.217 0.451+0.229 0.544+0.215
AR 0.574 0.783 0.218 0.324 0.244
=55 % 58 1.69670.614 0.38240. 245 0.4550. 184 0.4410. 234 0.53740.217
<55 % 42 1.59940.587 0.39840. 286 0.545+0.193 0.4890. 247 0.57140.220
i 98 #8437 0.865 0.769 0.698 0. 886 0. 604
Ja] 5 14 1.60840. 439 0.352+0.198 0.438+0.199 0.439+0. 244 0.616+0. 194
7] 14 1.689740.514 0.32940.172 0.57240.163 0.4960.192 0.499+0. 187
i1 31 1.68040. 461 0.42740.265 0.5090.191 0.393%0.203 0.510%0. 203
ARG 15 1.605+0. 435 0.43140.270 0.46340.174 0.45740. 222 0.49040.194
[ 45 11 1.7054:0. 474 0.420+0. 262 0.525+0.191 0.454+0.236 0.597+0.209
45l I X 10 1.719+0. 418 0.33540.183 0.52740.192 0.49940. 207 0.604+0.183
25 i i IX. 5 1.52540. 494 0.42940.267 0.4670.176 0.5200. 225 0.56020. 191
fiefr 9 /N 0.234 0.527 0.361 0. 660 0.041
<5 cm 37 1.534+0.573 0.406+0. 285 0.531+0.206 0.476+0. 251 0.589+0.217
=5 cm 63 1.73740.554 0.375+0. 248 0.471+0.186 0.455+0. 237 0.519+0. 208
SR 0.048 0.049 0.041 0.284 0.048
%4531k 25 1.341+0.514 0.491+0. 285 0.618+0.188 0.54940.218 0.670=+0. 207
Laigia 55 1.646+0.547 0.37940.267 0.46340.177 0.43740.210 0.529-40.196
ok 20 1.976+0.572 0.296+0.193 0.410+0. 174 0.409+0. 181 0.463+0.177
TNM 43 0. 026 0. 308 0.106 0.542 0. 042
1 11 1.96670. 589 0.35970. 230 0.4290.177 0.42240.193 0.45140.179
1] 16 1.52840.512 0.38040. 247 0.47140.180 0.449+0.219 0.53240.198
1 43 1.446+0.495 0.4300. 256 0.603+0.193 0.5240. 221 0.678+0.219
NN 0.037 0.032 0. 085 0.043 0.002
H 18 1.90640. 582 0.30940. 181 0.45020. 175 0.40220.195 0.51240. 211
¥ 82 1.37740.516 0.468%0.293 0.5510.191 0.5290. 249 0.5960.216
FE AL R 0.033 0.111 0. 045 0.166 0.147
B2 13 1.876+0.537 0.335+0.232 0.437+0.181 0.42240.202 0.53240.211
7w 87 1.416240. 496 0.444+0, 252 0.5640.195 0.51020. 217 0.5760.214
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2.3 A MIEA S W e s R R A AF R
# miR-106a-5p IMEHBRE W E K FM T o EA
(P<0.05) , AR M T HmMEAH HERLHEITHE X
(P>>0.05), FERIL4, TGFBR2,.FASTK #il PTEN
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#3  miR106a5p REMEREMKESERE

MEFRHXR
g2k T
L5 SR
n(%) P n(%) P
miR-106a-5p 0.021 0. 080
EfEA 50 11(22.00) 43(86.00)
a2 50 3(6.00) 48(96. 00)
FER1L4 0.188 0. 634
a4 52 5(9.62) 48(92.31)
At 2R 48 9(18.75) 43(89.58)
TGFBR2 0.136 0. 389
mEdH 47 4(8.51) 44(93. 62)
[ EE 53 10(18. 87) 47(88.68)
FASTK 0.116 0. 355
= 48 4(8.33) 45(93.75)
MR 52 10(19. 23) 46(88. 46)
PTEN 0. 055 0. 149
mEA 45 3(6.67) 43(95. 55)
IR AEZH 55 11(20. 00) 48(87.27)
3 it it
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FERE TR T SR AT AR S R A 4 T g T
R £ 1 miRNA £ T & miR-21"7 fl miR-
1062 TMi7E B g 145 B i 25 i $) 8 H . miR-
106a 1] G5 #9% 3£ B FER1L4, TGFBR2 . FASTK flI
PTEN Z547 76 M1 B 2 56 =018

AW 5% M F§ RT-qPCR 4 A %t miR-106a-5p.
FER1L4,TGFBR2 .FASTK il PTEN ¥ 4t Ji7 8 e 3
M3 B R BEAT 7RI . 45 5 R L SE I 21 45 R
B TR HT M % T miR-106a-5p (1) 3R 5 W & & T Xt
W4, i FER1L4. TGFBR2.FASTK F1 PTEN ff 3
BB EMRT XA . X5 e 01 B s s 5
I SRR RE TP AR LA, SEuR A1 25 W
BEAT CME F R J5 . & 0 3 1 %% 7 miR-106a-5p.
FER1L4,TGFBR2,FASTK #il PTEN ff) 32 ik &, 4%
RN ARG miR-106a-5p [ 5 i AR AT 2 3% T 8
(P<<0.01),ARJ5 FER1L4, TGFBR2 1 FASTK [
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K LRRT B2 F R (P<<0.05), X 3] miR-106a-
5p 5 3 FER1L4, TGFBR2.FASTK 1 PTEN
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JER KRB AAFE . UL £, miR-106a-5p
T M DR LA SR A6 g 2 W b R R T
SEI 0L N e o SN oL T A S N G
miR-106a-5p K FCH 35 K] (%) 46 0 W] e A Bl T 45 1 9 14
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